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1. OIIMCAHUE HABOPA U OBJIACTb IPUMEHEHUS

1.1. Onucanue HaGopa

Habop pearentoB «GeneProfile Cattle L» npeana3nadeH asis reHeTHYECKON UACHTHDUKAITIH
U oTIpesieNieHus! pOACTBa KPYIHOTO poraToro ckota (Bos taurus).

B ocHoBe paboTel Habopa JEKUT MyJIbTUIUIEKCHas ammun¢ukanus 16 STR-mokycos ¢
nocienyomumM ananu3oM JutuH [TP-npoxykToB MeTog0M KanuuIIpHOTO AIeKTpodopesa.

Bce mpencraBnennsie B Habope STR-MOKyChl SBIAIOTCS OUHYKICOTHAHBIMH. W3 HHX
JBEHAJIIIATh peKoMeH0BaHbl MexayHapoaasiM O6mectBoM ['enetnkn KuBotHbix (International
Society of Animal Genetics — ISAG): BM1818, BM1824, BM2113, ETH3, ETH10, ETH225,
INRAO023, SPS115, TGLAS3, TGLA122, TGLA126, TGLA227. Tpu nokyca peKOMEHI0BaHbI
ITpo1oBONBCTBEHHOM U CEIIbCKOX03HCTBEHHOM opranu3aiueit Oobvennnenusix Hanuit (Food and
Agriculture Organization of the United Nations — FAO) mis reHeTMUeCKUX HCCIIeIOBaHUM
JoMairHuX JKUBOTHBRIX: CSSM66, CSRM60, ILSTS006. Taxke IOMOJIHUTEIBHO BKIIOYCH
BBICOKOTIOJMIMMOPGhHBIN Tokyc HAUT27.

Hcnonb3yeMbie B HaOope mpaiiMepbl MEYEHBI KPACUTEISIMH, JETCKTUPYEMBIMA B KaHalaX
Blue, Green, Yellow, Red (cm. Tabmumy 1). Cranmapt mmua CJ1-340 nerekTupyeTrcs B KaHaye
Orange. lcnonp3oBaHWE NATHM KpacuUTENEH I03BOJSET OJHOBPEMEHHO JETEKTHpPOBaTh 16
aMIUTMKOHOB M CTaHJapT JAJIMH B OJTHOM KalMLIspeE.

Ta6muma 1. Xapakrepuctuka STR-nokycoB Habopa GeneProfile Cattle L

Kanax Jlokyc Xpomocomuast Ctpykrypa noBropa | JIuana3zoH ajuiesiei
JeTeKIHH JIOKAJIH3AL U
TGLA227 D18S1 (TG)n 75-103
BM2113 D2S26 (CA)n 121-143
Blue TGLAS3 D16S3 (TG)6CG(TG)4(TA)n 154-190
ETHI10 D583 (AC)n 209-225
CSRM60 D10S5 (AC)n 88-114
Green SPS115 D15 (CANnTA(CA)6 248-262
TGLA122 D21S6 (AC)n(AT)n 137-183
BM1818 D23S21 (TG)n 256-280
HAUT27 D26S21 (AC)n 140-158
CSSM66 D14S31 (AC)n 179-205
Yellow
BM1824 D1S34 (GT)n 178-190
ETH3 D583 (AC)n 103-131
TGLA126 D20S1 (TG)n 109-125
Red ETH225 D9S2 (TG)4CG(TG)(CA)n 140-158
INRAO023 D3S10 (AC)n 198-222
ILSTS006 D7S8 (GT)n 284-302

[Tpaiimepsr aiist [P momoOpanbl ¢ yueTom mpoBeneHus amiutudukanuun Bcex 16 STR-
JOKycoB B onHOW mpoOupke. Pazmep ammmdunupyemsix IIIP-nmpoaykTroB Haxoautcs B
nuamnasone ot 64 mo 236 map HyKJICOTHIOB (C yU4e€TOM BCEX M3BECTHBIX ajuieneil). Pasnenenue
aMIUTMKOHOB, TOJIydeHHbIX B pesyinbrate I[P, mnpoBoauTcs MeETOOOM KaNUIUISIPHOTO
anekTpodopesa ¢ UCIOIb30BAaHUEM aBTOMATHUYECKHX T€HETHYECKHX aHAIU3aTOpOB (Hampumep,
Hanodop 05).

st monmyyenust momHoro (mo Bcem 16 STR-mokycam) reHorumna mccieayemoro oOpasia
nocraroyHo 0,5 nHanorpamm (Hr) He aerpaaupoBanHoi JJHK. Ontumansnoe xonunuectso JHK,
BHOCUMOM B peakiuto, — 3 Hr. J[namazon kounentparuit JJHK mns nposenenus ammmdukanumn
—ot 0,5 1o 10 Hr B peakiuio.
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Peaknmonnas cmech B Habope anMkBOoTHpoBaHa B crpumnoBaHHbie [II[P-npobupku 0,2 M u
MOCTAaBIISAETCS B IMODUIN3UPOBAHHOM BHIe. KOMIIOHEHTHI peakliuy aKTUBUPYIOTCA 100aBJIeHUEM
OIpeJIeIEHHOr0 00beMa PacTBOpa aKTUBATOPa B KAXKAYIO POOUPKY.

O6mmit 00BeM peakiuu — 25 MKI. MakcuMallbHBI 00b€M BHOCHUMOTO B PEAKIIUIO pacTBOpa
JHK moxet cocraBiats 10 MKiI.

Bo3moskHo nipoBenenue npsamoit TTLP:

1) C BHecennem 0,5 MKIJI LIETbHOM KPOBH B AKTUBUPOBAHHYIO PEAKIIMOHHYIO CMECH.

2) C BaecenumeM 5 Mka pactBopa kpoBb/H20 (2 mxn xpou + 200 mxn H20) B
aKTUBHPOBAHHYIO PEAKIIMOHHYIO CMEChH.

3) C BHecenueMm nanva u3 FTA-kapTsl ¢ KpoBbIO quamMeTpoM 1—1,2 MM B aKTUBUPOBAaHHYIO
PEAKIIMOHHYIO CMECh.

4) C BHeceHHEM 2 MKJI pacTBOpa, MOJYYSHHOTO NMPH 00pabOTKE YIIHOTO BHIIMMA (BpeMs
o0paboTtku 15 mMun) ¢ momonisto peareHTa «I enllpen» (Cunroi, kat. Ne HG-504/ HG-
504p).

1.2. O0sacTh IpUMEHEHUS
HaGop MoxeT OBITH MCIONB30BaH B Ja0OpaTOPHSIX IJIEMEHHBIX XO3SHCTB IS
TeHOTUIIUPOBAHUS JKUBOTHBIX U YCTAHOBJICHUS POACTBA.
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2. XAPAKTEPUCTHUKA HABOPA
KomnoneHnTsl Habopa ABISAIOTCS OTHOPA30BBIMHU.

2.1. Cocras HaGopa

Oo0bem, | KoanuecrBo
Ne | HaumenoBanue | Cocras ’ ’

MKJI 1T
1 | PA PacTtBop akTuBaropa 1000 2
2 JInopunuzupoBaHHas peaKIMOHHAS — 12
PC
cMmech B ctpunax (8 x 0,2 mur)
[TonoXuTENbHBIA KOHTPOJIbHBIHN
3 | IKO & o0pasel — cTabUIM3UPOBAHHBIH 50 1

pactBop JJHK

Crannmapt myimH — Habop
4 | CA-340 (parMeHTOB U3BECTHOM MTUHBI (60, 100 |
80, 100, 140, 180, 220, 240, 260,
300, 320, 340)

5 | H20 Jenonnsuposannas H20 1700 1

2.2. Ko1u4ecTBO aHAJIU3UPYEMBIX ITPOO
Habop paccunTan Ha MpoOBEJICHNE CTa peaKiuii, BKI0Yas KOHTPOJIbHbIE 00Pa3LIbL.

2.3. YciaoBusi XpaHeHUs M TPAHCIIOPTHPOBAHMS, CPOK FOTHOCTH
TpancnoptupoBanue — npu remrneparype ot+4 go +25°C.
Temneparypa xpanenus — ot +4 no +25°C.

Cpoxk rogaoct Habopa — 12 mecsies.

2.4. HeoO0xoaumble MaTepHaJibl, He BXOAsIIIUE B HA00P, M IONOJTHUTEIbHOE
o0opynoBaHue

1. IlratuB ps mukponpoobupok 1,5 ma («PM-96x1,5 /2,0», kat. Ne CT-17).

2. TIIpobupku 1,5 nmum 2,0 mo.

3. IraruB mus 96-nmynounsix [IP-muranmeroB win ctpunos. («I1L[P-96», kat. Ne CT-12).

4. Jo3aropsl nepemerHoro oorema Ha 1000, 200, 20 u 10 mx.

5. HakoHeuHUKH C a3p030JIbHBIM 0apbepoOM IS 103aTOPOB MepeMeHHoro oobema Ha 1000, 200,
20 m 10 mkJ1.

6. lenrpudyra-soprekc mis mpodupok oobemoM 1,5 nmn 2 mi (Huxmoremn-901).

7. Uentpudyra mist 96-nyHounsix [11[P-mnanmreros.

8. TIpubop mist nposenenus [T1IP.

9. TMommmep ans mpoBeaeHUs KanuuisipHoro ektpodopesa (IIJIMA-4, IIJTIMA-6).
10. Bydep ans nposenenus kanwuisipHoro sniekrpogopesa (TAIIC).

11. JlenoHM3UpPOBAHHBIN (hOpMaAMUI.

12. Aromaruueckuit renetTnueckuii ananmuszarop (Harodop 05).



SCNHTOA Gene Profile Cattle L

3. MPOBEJEHHUE PEAKIIUU AMIIVIN®UKALIUN

3.1. IloaroroBKa K NPOBEICHUIO PEAKIUH AMILIM(PUKALMT

Jlns mpurotoBiieHUs paboueil peakMOHHOM cMecH HEOOXOAMMO B KaXIYI0 HPOOUPKY
CTPHIIOB, COAEPKALIMX JTNO(PUIM3UPOBAHHYIO CMECH, 100aBUTh KOMIIOHEHTBI COIJIaCHO Tadyuue 2.

Tabmuma 2. Pacuer paboueii peakiinOHHON cMecH

Pearenr MKJI HA peaKkiuio
PA 20

JHK 1-5

H:20 1o 25

BAJKHO!!! C xaxnoii cepueil ncciemnyemMbix o0Opa3iioB HEOOXOIUMO aMILTU(UIIUPOBATE OIMH
MOJIOKUTEIBHBIN  KOHTpObHBIM oOpaszennr (IIKO) u oxuH OTpUIIATEIBHBIN
KOHTpOIbHBIN 00pazer] (OKO).

BxmrounTte B pacdersl MPUTOTOBIICHHMsS  pabodeil  peakIMOHHOW  CMecH
JIOTIOJTHUTEIBHYIO PEAKITUIO 1T KOMITEHCAIMH ITOTPEITHOCTH IMUIIETHPOBAHUS.

1. TIpo6upky c PA nepemeriats Ha BOPTEKCE M KPATKOBPEMEHHO IEHTPU(PYTHPOBATH I cOpoca
Karienb.

2. Baectu B npoOHPKH CTPHUIIOB, COAEPKAIINX JTHODUIM3UPOBAHHYIO CMeCh, TI0 20 MkJ1 PA.

3. MHcnonb3ys HAKOHEYHHUKH C adPO30JbHBIM 0aphepoM, BHECTH B TPOOUPKH (Ha CTEHKY) OT 1 110
5 MK uccienyeMbix 00pasiioB, o0IMiA 00bEM JOBECTH 10 25 MK AeuoHu3upoBanHoi H20.

4. B omny 13 mpoOUpOK cTpuma ¢ THoGUIN3npoBaHHON cMechio BHecTH 20 Mk PA u 5 mka
nenonusuposannoi H20 (oTpuuarenbHblil KOHTPOIBHBIA 06paselr), B elle OHy BHECTH 20 MKJI
PA, 5§ Mk ITKO (1on0XuTeIbHbIN KOHTPOIBHBIN 00paser).

5. 3axpeits [TIP-ipoOupku.

6. Ilepememats copepkuMoe MHUKPOIPOOHUPOK Ha BOPTEKCE U IEHTpUyrupoBaTh 1 copoca
Karnesnb. Y0eauTbcsl B OTCYTCTBUU My3bIpeil B MpoOupKax.

3.2. IloaroTroBKa K NPOBEACHUIO PeaKIMU AMILIM(PUKALUH U3 LeJbHOH KPOBH
HaGop pearentoB Gene Profile Cattle L mo3Bosisier mpoBecTr peakiuio aMIuiukanuy u3
LIEJIbHOW KPOBU HANpsIMy10, MUHYS cTaauio Beiaenenus JHK.

IlepBrIii cioco0:
1. Baectn B mpoOMpKY CTpulla C aKTHBHUPOBAHHOW JTHO(DWIM3UPOBAHHOM CMECHIO 5 MKJI
nenonusuposannoi H20,
2.  Jo6aButh 0,5 MKJI 1IETHHOM KPOBH.
3. Ilepemematsb coaep>KuMoe Ha BOPTEKCE U EHTpUPyrupoBaTh sl cOpoca Karesb.
4. B ogHy U3 MPOOUPOK CTPUTIA C AKTHBUPOBAHHOM JINODUITH3UPOBAHHON CMECHIO BHECTU 5 MKJI
nenonusuposannoii H20 (oTpuuarenbHblil KOHTPONIBHBINA 06Gpaselr), B €lle OAHY BHECTH 5 MKJI
KO (nonoxutenbHbI KOHTPOJIBHBIN 00pa3eln).
5. Tlepememats copepxuMoe MUKPOIPOOUPOK Ha BOPTEKCE U IEHTpUpyrupoBaTh i copoca
Karnesnb. Y0eauThbCsl B OTCYTCTBUU My3bIpeil B MpoOupKax.

Bropoii cioco6:

Buectu B mpobupky 200 Mk nenonuszupoBannoi H20.

Jl06aBUTH 2 MKJI IIETEHOW KPOBH.

[lepemeriaTh coepKUMOE HAa BOPTEKCE U EHTPUPYTHPOBATH TSl cOpOca Karedb.

D

HMcrnosb3ys HAKOHEYHUKH C a3PO30JI5HBIM 0aphepOM, BHECTH B IIPOOUPKH C aKTHBUPOBAHHOM
THO(UIN3UPOBAHHON CMECKIO S MKJI pacTBopa KpoBb/H20.

7
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5. B oanHy U3 mpoOUpPOK cTpHUNa C AKTUBHPOBAHHOW TMOPIIN3UPOBAHHON CMECHIO BHECTH 5 MKJI
nevonusuposannoin H20 (oTpuuarensHblil KOHTPONIBHEINA 06pasel), B €lle OAHY BHECTH 5 MKJI
KO (monoxuTenbHBINH KOHTPOJIBHBIN 00pa3zern).

6. 3axpsith [IIP-npobupkwu.

7. Ilepememats copepKxuMoe MHUKPOIPOOHUPOK Ha BOPTEKCE W IEHTpU(pyrupoBaTh 11 copoca
Karnesnb. Y0eauTbcsl B OTCYTCTBUU My3bIpeil B MpoOupKax.

[TPUMEYAHUE! Tlpu ucmnoiab30BaHUH BTOPOTO CIIOCO0A 3HAYUTEITHHO CHIYKAETCSI BEPOSTHOCTh
BHCCCHUA I/I36I>ITO‘-IHOI‘O KOJIMYCCTBA KPOBH B PCAKIUIO W TIIOBBIIIACTCA
KauyecTBO aMIUIU(pUKALIUH.

3.3. IloaroroBKa K NPOBEACHUIO PeaKIMU AMILIM(PUKALUH U3 YITHOI0 BBILIUIIA
1. B npobupky 2 mu momecTuth 5—10 Mr HaBeCKH TKaHH YIITHOTO BBIIIHIIA.
2. Ho6asuts 300 Mk pearenta «I enlIpem» (kat. Noe HG-504/ HG-504p) u mpoBecT
00paboOTKy COTJIACHO MHCTPYKITUH.
3. IIpobupky ¢ PA nepememiats Ha BOPTEKCE U KPATKOBPEMEHHO IIEHTPUPYTUPOBATH s cOpoca
Karienb.
4. Bmnectu no 20 mkJ PA B HyxHoe konmudectBo [I1IP-pobupoxk.
5. Hcmonp3yss HAKOHEYHUKHU C adPO30JIbHBIM OaphepoM, BHecTH OoT 1 10 3 MKJ pacTBopa,
MOJTY4EHHOTO TIpH 00pabOTKEe YITHOTO BBIIIHUIIA.
6. OOmumit 00beM goBecTH A0 25 MKJ nenoHu3upoBanHoi H20.
7. B oaHy U3 mpoOUPOK CTpHUNA C AKTUBHPOBAHHON THOPIIIN3UPOBAHHON CMECHIO BHECTH 5 MKJI
neronusuposannoii H20 (oTpuuarensHblil KOHTPONIBHEINA 06pasel), B €lle OAHY BHECTH 5 MKJI
KO (nonoxutenbHbI KOHTPOJIBHBIN 00pa3eln).
8. Tlepememarh coaepXxUMoe MUKPOIIPOOUPOK HA BOPTEKCE M MEHTpU(yrupoBarh s copoca
Karenb. Y0eauThCsl B OTCYTCTBHHU Iy3bIpel B MpOoOUpKax.

BAKHO!!! [Tpu o6padotke pearentom «I enllpen» npenapar JIHK He ounriaercst oT npoayKToB
JU3HCA KIETOK, YTO MOXKET MIPUBECTU K MHIMOMpoBaHuio amIuinpukanuu. [loatomy
ONTUMANILHBIA 00BeM pacTBopa, aisi BHeceHus B I[IL[P-mpoOupku, nomkeH ObITH
YCTaHOBJIEH B KaX10H J1JaOOpaTOPHH CaMOCTOSATENIBHO.

3.4. IIpoBeneHue aMIIM(PUKALUA
[Tomectuts npobupku B npudop anst IIP. YOGeauTscs, 4TO KPBIIKKM NPOOHPOK IMIOTHO
3aKpPBITHI, U 3aIyCTUTh NPOTrpaMMy aMIUTH(UKAINN Ha TEPMOIIUKIIEpE:

Temmneparypa | Bpems JAHK, kpoBb
95°C 2 MMH
95°C 5 cek
60 °C 1 MuH 31 umKn
72 °C 20 cex
60 °C 20 muH
12°C 1 MuH

[TIIP-ipoAyKThIl MOXKHO XpaHWUTh HEAENIO B 3alIMIIEHHOM OT cBeta mecte mpu 2...8 °C. B
cilydae IIMTeNbHOro XpaneHus — npu -20 °C.
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4. INPOBEJEHHUE KAIINJIJIAPHOI'O JIEKTPO®OPE3A HA HAHO®OP 05

,HJ'ISI IMMOJIYYCHHA  IIOJHOT'O

STR-nipodust

MpPOBOAUTCS  (PparMEeHTHBIM  aHaMU3 —

3JIEKTPO(OPETHUECKOE pa3eieHHE MPOYKTOB aMILTU(UKALMH, TOJTyYEHHBIX C TOMOIIIbIO Habopa

Gene Profile Cattle L.

4.1. IIpoBenenne CNeKTPAJIbLHON KAaJIUOPOBKH
AHanu3 IpoAyKTOB aMIUTU(UKAIIMHA HA TeHETUYECKOM aHAJIM3aTOPE BO3MOKEH TOJBKO MOCTIe
MPOBEACHUS CIIEKTPATLHON KaTMOPOBKH C IMIECTUIIBETHBIM KaymmOpaTopoM «GpSpectrumy.

4.1.1. Co3nanue HaOopa Kpacurese

1. OtkpsiTh ynpasistontyto nporpammy Hanodgop 05.
2. OTkpsITh pazaen MeHo «Buay», Beiopats B HEM «Habdopsl kpacuTesein.

= Hanodop 05 Mpoekr: 4.10.24 knon

Mpoekt  AWanwz | Bug | Momowmwukn  Cepenc 7
0 E [ e
[S . = Habopel kpacuTenei |
HlGg|E CocroaHue npuBopa R
"} 1 Buaeokamepa
2 |88 66 66ss 2 -

. X

Mporparma CocToarue npubopa
Het

. Her

3. B oTkpsbIBIIEMCS OKHE HaXaTh HAa UKOHKY «Co31aTe Habop»

Hatop kpacutenei

HaBop

X

[N | ‘(0] X

Kanwspoeka |HeT

.
) |Gz oo

[] nokazats BCE

Kavectso

paduki

4. B otkpsiBmemcs okHe B nose «lladaon» BeiOpate HGT-J6, B none «Vwms mabiona» 3anucathb

«GpSpectrumy. Haxxate «CoxpaHuTh»

Cosganve Habopa kpacutenei

WaGnon HGT-J6 ~

Yucno kpacwuTenel | 6 £

Caoiictea

Orura
Kpacutens Lset iy

Covuat 520
WIC 3eneHeiit 550
NED : .'—Iaprm 580
TAZ KpacHbii 600
SID MyprypHeit 620
Lz Oparxessi 650

Mot b W K o

CoxpaHTs

5

MNopRakoswi — CraHoapT
Homep mka  [lnvHe!

= A N W
HOooogog

OmmeHa

4.1.2. IloaroroBka pacTBOpa CIEKTPAJbLHOI0 Kajaudparopa
1. B ornenpHO# pobupke cmemath JAu-gpopmamua u pactsop GpSpectrum mo npoToKoiy:

JAn-popmammg

80 MK

GpSpectrum

8 MKII

2. Ilepememarb cMech Ha BOpTEKCE U LEHTPU(PYTHPOBATH AT cOpoca Kameb.

3. Jo6aButs 10 MKJ paboyero pacTBopa B JTyHKH.
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SCUNHTOA

4.1.3. 3anyck cneKTpajJbHON KaJuOpPOBKHU

Gene Profile Cattle L

1. OtkpsITh pazaen MeHo «CepBHCY», BEIOpaTh B HEM «CrieKTpaJibHAsA KaJuOPOBKay.

¥ Hanodop 05 MpoekT: noname

Momowrnkn | Cepenc | 7

Mpoekr  Awanwnz  Bug

= X

POmE I
|3

Brarouenne n asepa
3asepiuenue paoThl

MpocTpancTeeHHan kanuBpoeka

CocToaHue npudopa

CnekTpansHan kannéposka

Tun nnactuka

JKcnopT noroe

HacTpoiikn

- Het
- Het
- Het

2. BwiOpaTh psn niamku, B KOTOPOM HAXOIUTCS CIIEKTPAIbHBIN KaaTuopaTop, HaxaTh «/laneey.

2 Hanodop 05 MpoekT. noname
Mpoekr  Anaams  Bwg  Momowrwkn  Cepewnc 7

[En il = S

r B3

MNopagok Twun aHammsa

Mporparma

s X

CocTtoAHue npubiopa

W e~ o B Ww R =

=

3. B xkagectBe monyns ympaieHus BeioOpath « HGT _J6 Spectr PDMAG6 36», noaxonsmuid K
COUCTAHWIO KaNMWJUIAPHOW COOpKM W THNa moiuMepa. B kadecTBe HaOopa Kpacurteneil BeIOpaTh

«GpSpectrumy.

CnekTpaneHan kanuBpoeka

Momynb yrpasnenns | HGT_J6_Spectr_PDMAB_36

I @

MNapameTpe! Mogyna ynpasneHus:

Hafiop kpacuTenei GpSpectrum

w Mpocmotp | |

OcrosHble  OononHuTensHbie

Cospate

¥ Hanpaxetue ss08a npobe [B]

Bpemn seona npobb [cex]

3naueHne

[ianasoH
ot 1000 no 15000
ot 10 360

ChpocuTs

4. Knuknayts no kaomnke «[IpuHaTH». B 0cHOBHOM 0KHE paboueii mporpaMMbl HaKaTh «3aIyCTHTh

JUIs Hayasa KaImOpOBKH.
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4.1. IloaroroBka u 3arpy3ka NpoAyKTOB aMILIU(UKaALUH
1. IIpuroroButs cmech [u-popmamuna u pasmeprnoro crangapra C-340 B cienyromem
COOTHOUIEHUH:

KommnoneHT O0beM Ha OIHY JIYHKY, MKJI
Ju-popmamun 10
Crangapt nnunsl C/1-340 1

[TPUMEYAHUE! Ilpu pacyere 00beMOB KOMIIOHEHTOB CMECH, HEOOXOIUMBIX Ha BECh aHAJIM3,
CIIelyeT y4ecTh, YTO KaK MHHUMYM OJJHA JIyHKa IUIAIIKH/CTPUIIA ITPY aHAJIN3e
Kax/10i1 cepun o0pa3uoB nomxHa cogepxarsb [1KO.

[TepememniaTh Ha BOPTEKCE M KPATKOBPEMEHHO IIEHTPUDYTUPOBATH AJIsi COpoca Karelb.
Jo6aBuTth mo 10 MKJI cMecH B KaXKIyI0 JTyHKY TUTAIITKW/CTPHIIA.

Bnectu B cmech no 1 mxu ITLP-nipogykra.

3aKphITh IUIAIIKY/CTPHII.

[TepememniaTh Ha BOPTEKCE M KPATKOBPEMEHHO IIEHTPU(DYTUPOBATH AJIsi COpoca Karelb.
JenatypupoBaTh o0pa3ibl 3 muH npu 95 °C.

Nownkwd

BAKHO!!! Nmxkekmust o0pa3ioB MPOMCXOAUT W3 BOCBMHU JIYHOK psiia OAHOBpeMeHHO. He
JIOITYCKAETCS 3aIlyCK MpUOopa, €Cliu B aHATU3UPYEMOM PsITy UMEETCS XOTsI ObI OTHA
He3aroJHeHHas TyHka! B mycThie IyHKH, HE coaepikaiine o0pasiibl, CJIeayeT BHECTH
no 10 mxn u-popmamuna.

8. CoOparp IIalKy 1 3arpy3uTh B FeHETHUECKUN aHAJIN3aTOP B COOTBETCTBUU C PYKOBOJCTBOM
OJIb30BATESL.

4.2. 3anyck (parMeHTHOI0 AHAJIN3A

Kanumnsipuslii anekTpodope3 Ha TeHETUYECKOM aHaIN3aTOpe MPOBOIUTCS B COOTBETCTBUU C
PYKOBOJCTBOM I10JIb30BATENS, IPEAOCTABISIEMBIM ITPOU3BOIUTEIIEM.
1.  OtkpoiTh porpammy SeqPl, B BepxHeM MeHIO HaxkaTh KHOMKY «IIpoekT». B oTKpbIBIIEHCS
BKJIa/iKe BBIOpaTh «Co3aaThy.

! = Hanodop 05 I
Mpoekr | Ananwz  Bua  Tow
‘_ﬂ Co3gate
5 Omkpoms
[l Coxpanurs
mm  AoBaBnTe pAg

Mrmnocptvpoeate

JKCNOpPTUROEATE »
] CeoiicTea npoekTa

Belxog uz nporpamme

2. B okxHe «CBOHCTBO mMpoeKTa» HEOOXOAMMO 3amojgHUTh mojisa «Omnepatop» u «Umsa
NMPOEKTAa», 3aT€M HaxaTh KHONKY «[IpUHATH.

11
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CeoiicTea npoexkTa X

Onepatop | |

Wma npoekTa || |

MyTs ans pesepsHoro | |
COXPEHEHWA

Mnacmik MnanweT, Tan 551-3425 unn 551-3400 ~

Monwumep: NOMA-6 (c100423)

[ata yctaHoBkw nonuMepa: 21.08.2023
MuHeitka kanunnapoe : 12212315 (36)
[ata ycTaHoBkw kanunnapoe : 23.01.2023
Konuwuecteo aHanuzoe : 1159

MpHHATE OmeHa

3. B oxHe «OnucaHue MPOeKTa» BHECTH Ha3BaHUS OOPAa3IOB (€CiHM B JTyHKE HET o0pasia,
HEOOXOAMMO TOCTAaBUTh 3HAK MHUHYyca «-»). KnukHyTh nBa pa3a Ha sueiiky B cTtpoke ITA mox
3arOJIHEHHBIM PSIZIOM U YCTAaHOBUTH IPOrPaMMy aHaJU3a.

MnaHweT  Tabnuua

Tun oBpasua

OfBpaseu v 1

Mpmesms

CrangapT anan
Her ~ 3

MpuMeHATE

Wwn qaiina
<Name:>

Wamerme

MNA - MNporpamMMa AHanusa

MpuHATE Ommera

4. B ciyuae ecinu yctaHoBiieH MonyJib «Syntol — GP Cattle», ncrionb3oBarts ero. Eciu monyib
HE YCTaHOBJIEH, UCIIOJIb30BATh CIEAYIOLINE 3HAUEHUS: TUIl aHaIu3a — «PparMeHTHBIIY, MOYJIb
ympasieHus — «FA_450», Habop kpacureneit — «GpSpectrumy.

PexomeHnnyeMble mapameTpsl 31€KTpodope3a B 3aBUCHUMOCTU OT JUIMHBI KalWUISIPOB U TUIA
HoJIMMepa MpeJICTaBIeHbI B TA0INLE:

JnuHa kanuuisipoB 36 cm 50 cm

Buj noammepa MJIMA-4 | IIMA-6 | IIMA-4 | TIAMA-6
Hampsixenue BBoga mpoos [B] 1200

Bpewmst BBoia ipoOsi [cek] 20

Hampsixenue snexkrpodopesa [B] 15000

Bpewms anextpodopesa [cex] 1200 | 1700 | 2300 | 3000

12
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BpeMst HCKITIOUEHHUs PErUCTPAIuI
anektpodopesa [cex] 600 700 900 1000

[TPUMEYAHHME! B 3aBucumMocTi OT mpuOopa 3HAYEHUs MapameTpoB AIeKTpodopesa
MOTYT OTJIMYATBHCA.

5. YToOBI COXpaHUTh YCTAaHOBIECHHBIA MOIYJIb JUTSI TATBHEHUINIETO UCTIOIB30BAHUS, HAKMUTE HA
KHOTIKY ¢ cuHer auckeroil. B rpade «Umsa daiina» 3amaiite «Syntol — GP Cattle» u HaxmuTe

«CoxpanuTtb». B nanpHelem /s 3amycka OyieT 10CTaTOYHO BHIOPAaTh MOJYJb yIIPaBJICHUS —
«Syntol — GP Cattley.

6. B npaBom HMKHEM yIuly HaxaTbh KHONKY «IIpHMHATHY.
7.  KiukHYTH IO KJIaBHUIIE 3aITyCcKa IeKTpodopesa.
s 3

=

Mpoekr  Axanws

A m 5
3
H G F
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5. MPOBEJAEHUE KAIINJIJIAPHOI'O JIEKTPO®OPE3A (AB3500/AB3500XL)

5.1. IIpoBeneHue CIEKTPAIbHOM KAJIHOPOBKHU

AHanm3 NpoAyKTOB aMIUTH(UKAINHI Ha TEHETHYECKOM aHAJIN3aTOPE BO3MOKEH TOJIBKO TTOCTIE TIPOBEICHUS
CIIEKTPATFHON KaJTMOPOBKH € MIECTUIBETHBIM Kanmuoparopom «GPSpectrumy.

5.1.1. Co3nanue DyeSets
1. Ortkpeith nporpammy Data Collection Software.
2.  KuukayTb 10 ukoHke «Library» B 1eBoM BepXHEM yTIiTy OKHa.

BEULEEIEN Workflow  Maintenancs

Common Operaticns

7 applied
AB biosystems™

3. B paszaene «Analyze» BbiOpath BKiIaaky «DyeSets».

Dashboard Workflow Mamtenance

% Library Resources =9 Create
ABYES
"=® biosystems™
[] Disab
* Manage
Assays @ Pli
File Mame Conventions i 2
2 |08
Results Group 3 06
I‘ Analyze 4 24
5
Instrumenk Profocols 6 2
:
Size Standards 8 |7
B fing Protocols - 5
asecaling Protoc
0 |24
Sizecalling Protocols 1 |20
QC Protocols 12 |40

4. B BepxHeii yacTu HaKaTh KHOMKY «Createy.

Dashboard Workflow Maintenance Edit -
% Library Resources ®P Create ¥ Edit
ABEES

=¥ biosystems™
Disable Filters |
* Manage
Plates
Aszays @ Dye Set
Fie Name Conventions || ||| A AnyDy:
2 AnyDye
Results Group T
|x Analyze L
5
Instrument Protocols T
L

5. B otkpeiBmemMcs okHe B monie «Dye Set Name» nammcats « GpSpectrumy, B mone «Chemistry» u3
BBITIAJIAIONIETO CIIMCKa BhIOpaTh «Matrix Standardy, a B mosne «Dye SetTemplate» u3 Beimagaroniero crnucka
BHIOPATh «J6».

6. Ha Bknaake «Parameters» B paznene «Matrix Condition Number Upper Limit» yctanoBuTh
3”auenue — 11.0.
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E Create New [ye Set

Setup a Dye Set
&) Dye Set Name "GpSpectrum” already easts in the Library,
(7]
* Dye Set Name | GpSpectrum |
* Chemistry Matr Standard w
* Dye Set Template | J6 Template W
Arange Dyes

Dye Selection

AL
[
ANRLN

Reduced Selection

* Parameters
The parameters will be used for instruments configured with 38cm capillary array and polymer POP4

Locate Start Point * After Scan | 400 * Before Scan | .5{))').
* Limit Scans To | 2750
Sensitivity | 04
* Minimum Cuality Score | 0,95

Miotes

; Applied Biosystems

[MPUMEYAHUE! Bpewms anextpodopesa «Limit Scans To» 3aBUCUT OT IUTMHBI KaWJUISIPOB U TUTIA
HOJIHUMeEpa.

7. Haxxatb kHOTIKY «Save» mis coxpaneHus Dye Set «GpSpectrumy.

5.1.2. [ToaroroBKa pacTBopa CeKTPAIbLHOI0 Kajudparopa
1. B ormenbHoi nmpobupke cmemarh J{u-popmamua u pactsop « GpSpectrumy 1o MpOTOKOIY:

AB3500 AB3500XL
Au-popmamun 80 MK 340 MK
«GPSpectrum» 8 MKI 24 MKn

2. TlepememiaTb cMeCh Ha BOPTEKCE M LIEHTPU(YTHPOBATH JIsi COpOCa Karielb.
3. Jo6aButs mo 10 Mkt pabodero pacTBopa B TyHKH.

ITPUMEYAHMUE! B cnyyae 24-kanuuispHOTO T€HETUUECKOTO aHAIM3aToOpa — BHECTH PAaCTBOP B TpU psiaa 96-
JYHOYHOTO TIaHIeTa (BO3MOXHO BHeceHue B 1-3, 4-6, 7-9, 10—12 pspl miaHIieTa) uin B
CTPHUITOBAHHEIE MPOOUPKH.
B cnydae 8-kanmiisipHOT0 TeHETHUECKOT0 aHATN3aTOpa — BHECTHU PAcTBOp B pAl 96-
JIYHOYHOTO TIAHIIETA WK B CTPUIIOBAHHBIE IPOOUPKH.

4. VYcraHoBUTh 96-TyHOUHBIN IUTAHIIET WM CTPUIIOBAHHBIC MPOOHPKH C PACTBOPOM Kanubparopa
«GPSpectrum» B npubop 111 KanWUISIPHOTO 3J1eKTpodopesa.

5.1.3. 3anyck cneKTpPaJbHOi KaJuOpoOBKHU

1. Otkpsrre nporpammy Data Collection Software. KitnkuyTs o kHonke «Maintenance» B BEpXHe# CTpoke
nimu «Wizardy.

15
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Workflow W‘ Library ‘ Edit ~ !

Commen Operations
m applied . =
'=® biosystems™ » i W v
Quick Start Create Create Plate Edit Exsting View
Run New Plate from Template Plate Run Results

2. B otkpsiBiIeiics Bkiaaake ciesa B paznene «Calibrate» Beiopats «Spectraly.

Dashboard Workflow W

9 Maintenance

isher Connect

m applied
~® biosystems™
(1] caibrate
Spatial | |
r;‘] Install Check '
Sequencing install Standard
Fragment install Standard
HID Install Standard

3. B orkpeBuiemcs okHe «Calibration Run» ykasate «Number of Wells» — Koin4ecTBo JIyHOK B
rcnonb3yeMoM Iianmere, «Plate Position» — nmo3unuto mianmera B npubope, B nosne «Chemistry Standard»
13 BBIMAIAIONIETO CITUCKa BEIOpaTh «Matrix Standard», B mone «Dye Set» U3 BbIamaroniero Crmcka BIOpaTh
«GPSpectrumy, a B mone «Starting Well» ykazate HoMep epBOTo CTpHUIA B IDIAHIIETE, KOTOPHII CONEPKUT
cMech Kanubparopa.

Dashboard Workflow w Library | Edit -

* Maintenance Export Spectral Calibration Results fl E-Signature |L Wiewr Spectral Calibration Report _:fg Print

& applied
A3 b?gsystems“ | Galibation Run) 5 History View

Calibrate Calibration Settings
Spatial Q
_ Number of Wells: @96 (0 96-Fast (0384 Chemistry Standard: ~
£d Install Check Plate Position: @A (OB Dye Set: ~
5 ing Install Standard :
B ) [ Allow Borrewing Starting Well: | A01 v
EEanCIERE It d Perform Run 2%Run 3 if Run 1 Fails.
HD Install Standard
4. Haxxats Ha kHOTIKY «Start Run» s 3amycka crieKTpanbHON KaTHOPOBKH.
5. [Mocne 3aBepreHns KATMOPOBKU HAXKATH KHOTIKY «Accept» B HIDKHEW YaCTH OKHa.

5.1. lToaroroBka M 3arpy3Ka NpoAyKTOB aMILTH(PUKALUA
1. TIpuroroButh cmech [du-popmamuma u pazmepnoro crangapra CJ1-340 B cienyromem
COOTHOILICHUHU:

KommnoneHT O0beM Ha OIHY JIYHKY, MKJI
Ju-bopmamun 10
Crannapt nnuasl CII-340 1

16



SCNHTOA Gene Profile Cattle L

[TPUMEYAHUE! Ilpu pacyere 00beMOB KOMIIOHEHTOB CMECH, HEOOXOIUMBIX Ha BECh aHAJIM3,
CIIelyeT y4ecTh, YTO KaK MHHUMYM OJJHA JIyHKa IUIAIIKH/CTPUIIA TTPH aHAJIM3e
Kax/10i1 cepun o0pa3uoB nomwxHa cogepxars [1KO.

[lepemeriaTh Ha BOPTEKCE U KPaTKOBPEMEHHO LIEHTPUYTUPOBATh AJis cOpoca Kareb.
Jlo6aBuTh o 10 MKJI CMECH B KaXIyI0 JIYHKY TUIAIIKH/CTPHIIA.

Bnectu B cmech no 1 mxu ITLP-nipogykra.

3aKphITh IJIAIIKY/CTPHII.

[lepemermaTh Ha BOpTEKCE U KPATKOBPEMEHHO LIEHTPU(PYTHPOBATH JUIst cOpoca Karelb.
JlenatypupoBath o0pa3ibl 3 muH mipu 95°C.

Nowvkwbd

BAZKHO!!! Hanecenue o0pa3ioB mpoucxonut u3 BocbMu (AB3500) mnm nBanmatu 4eThipex
(AB3500 XL) nyHok psna ogHoBpeMeHHO. He nomyckaercs 3amyck npudopa, eciu
B aHAIM3UPYEMOM DSy UMeeTcsl XOTs Obl OfHAa He3arnoJHeHHas JyHka! B mycTbie
JYHKH, HE COJIeprKaIire oopasibl, cneayeT BHecTr o 10 Mk popmamua.

8. CoOparb mIaniky u 3arpy3uTh B reHETHUECKHI aHAJIN3aTOP B COOTBETCTBUHU C PyKOBOJICTBOM
MOJIb30BATESL.

5.2. 3anyck ¢pparMeHTHOI0 AaHAJIN3A

KanunnspHelii a1nekrpodopes Ha reHeTHYECKOM aHAIU3aTOPe MPOBOJAUTCS B COOTBETCTBUU C
PYKOBOJCTBOM I10JIb30BATENS, IPEAOCTABISIEMBIM ITPOU3BOIUTEIIEM.

PexomeHryeMble mapameTpsl 21eKTpodopesa:

ITapameTpsl Pexomenayemoe
3HaYeHHne
Injection Voltage, [kVolts] 1.2
Injection Time, [sec.] 20
Run Voltage, [kVolts] 15

Bpewms snextpodopesa - «Run Time» u BpeMst HCKITIOUEHUS pErUCTpaIiK deKTpodopesa
- «Data Delay», 3aBucurT OT THIa MOJMMEpa U JJIMHBI KalWUIAPOB U HACTpauBaeTCs
MOJIH30BATENIEM B 3aBUCUMOCTH OT HCIIONIB3yeMOW KOMOMHAILIUY KaITWJIISIPOB.
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6. AHAJIN3 JAHHBIX

6.1. Anasim3 nanHbIX B nporpammax GeneMarker u GeneMarker HID

6.1.1. UmnopTt ¢aiiyioB 11 aHATU3a JAHHBIX

[Ipu mepBOoM aHanM3e MAaHHBIX HEOOXOJIWMO HWMIIOPTHUPOBATH (DAl MaHENH, COACpKaITui
uHpopmanuio o OuHax, u ailn pasmepHoro craHmapra. Dailnel MpenoCTaBIAIOTCS
npousBoauTesneM Habopa. g aToro:

1. 3anyctuts nporpammy GeneMarker/ GeneMarker HID. B BepxHem MeHrO BBIOpaTh
«Toolsy», B BemasiieM ciucke «Panel Editory.

File View Project Applications Tools Help

SGEC IR |

Ll Size Template Editor
[]unite] Positive Control Template Editor

File Conversion
Database Manager »

Pedigree File Name Match
File Name Group Tool
Convert Text to Binary Files

Validation Assistance 12

Export Electropherogram ...

@ Magic Wizard
a Show Last Event

2. B otkpsiBmemcs okHe BbiOpath «Filey, B Boinasiem criucke «Import Panels».

4, Panel Editor

File  Tools Help
[ Create New Panel
X Delete Current Panel/Marker

n Save Changes Ctrl+S
| Save As New Panel
=5 Import Panels

Import Pre-defined Panels
Import ABI Panels
Export Panel

Exit

3. BroiOparts nanky c ¢aiinom nanenu (Gp_Cattle) u moarpysuts ero B mporpammy GeneMarker/
GeneMarker HID.

4. 3akpeiTh okHO «Panel Editor».

5. 3arem B BepxHeM MeHIO BoIOpaTh «Toolsy», B BeimasiieM criincke «Size Template Editor».

File View Project Applications Toels Help

@|»|[F EME|E L Ppanel Editor
1114 size Template Editor
Positive Control Template Editor

File Conversion
Database Manager 4

Pedigree File Name Match
File Name Group Tool
Convert Text to Binary Files

Validation Assistance L4
Export Electropherogram ...

&l Magic Wizard
£ Show Last Event
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6. B otkpriBmemcs okHe BbIOpath «File», B Boimasmem criucke «Import Size Standard».

-_"J.. Size Template Editor

File BestMatch Help
D MNew Size Standard
X Delete Current Size Standard

& Save Changes
Save As New Size Standard

Import Size Standard

Export Size Standard

Import ABI Size Standard...
Export ABI Size Standard...

Export Project Size Standard

Exit

7. BoiOparts manky c ¢aitnom pazmeproro crannapta (CJ1-340) u moaArpy3uTh €ro B MPOrpamMmy
GeneMarker/ GeneMarker HID.
8. 3akpbITh 0kHO «Size Template Editor».

6.1.2. Co3gaHue NpoeKTa aHAJIN3a TaHHbIX
1. B Bepxuem MmeHto nporpammsbl BeIOpaTh «File», B BboimaBmem cnucke «Open Datay. JIu6o
3aHOBO 3anmycTuTh nporpammy GeneMarker/ GeneMarker HID. KnuknyTts no «Open Data) B

OKHE «Start your project».

B Start your project

Open Project »

2. Haxare «Add» 1 3arpy3uTh Hy>KHBIC (DB,

Open Data Files x

Data File List

Remove
Remove Al
Add Folder...
_How | ok | _coce

3. Ilocne nobGaBnenus ¢aitnoB HaxaTh «OK».
4. BriOpath «Run» B okHe «Run». Wy 3amycTuth aHanus, HaxaB Ha kiaBuilny «Run Project»

B BCPXHEM MCHIO.

Current Template: Syntol KRS
» Bun

> Auto Run

4= Previous

5. B otkpeiBmiemcst okae «Run Wizard» u3 ciiicka mabioHoB BEIOpaTh m1adioH (template) mos
MoauduKaIuu, HAKAaTh HA HETO JIEBOW KHOMKOW MbItH. J{ist mporpammel GeneMarker B rpade
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«Analysis Type» BbiOpats Tun ananuza «Fragment», B GeneMarker HID Ttakoii oniuu Het. B
rpade «Panel» BeiOpaTs manens «Gp_Cattle», B rpade «Size Standard» BeiOpaTh pazMepHbIii
craanapt «CJ1-340», ykazaTb IIBET KpaCKd pa3MEpHOTO CTaHAApTa U J1aTh HOBOE UM MIA0JIOHY,
Hanpumep «Syntol GP Cattle». Haxxats «Next».

Run Wizard *

Template Selection
Set the template of the project

% Select an existing template or create one

1 GP Cattle A Template Mame: |GP Cattle

Sgg E-DI'SE Panel: |Gp_Catte_va_5_AB22 - UL &
19

1 GP Sheep Syntol Size Standarc:  [EEIEZOMNRNINI | 111/

4 GP pig +

g GPH[IITIEII'I_KVD Standard Color: | Orange -

 GlobalFiler

“ HER MONO

4 Harafard errin e

™ Usze last template

nSave | XDeIete| | Mext»» | LCancel |

6. B crenyromiem okHe BEIOpAaTh HACTPOMKH B COOTBETCTBUY C YKa3aHHBIMH Ha CKPUHILIOTAX — IS
GeneMarker ciesa u GeneMarker HID cripaBa. Haxxats «Next».

Run Wizard x Run Wizard X
Data Process - Fragment Analysis Data Process - HID Analysis
Set data process options Set data process options
Flavw Dl Analpsie Allele Call Raw Data Analysis Allele Call
¥ AuoR {fame) ¥ Auto Range (frame] [ Auto Range (bps)
v Auto Range (frame] [V Auto Range (b
G = 10000 3] B0 4] €00 4
| 50000 = T [0 3]
| > 00 5 000 3 o
W Smooth [~ Erhanced Smooth Max Intensity: {32500 =
i oot LiErtnoodamcoks Peak Detection Thieshold ;
Baseiine Sublraction: Peak Detection Thieshold: 7| T~ Dye Specific
|¥ Saturation Repair [V Baseline Subtraction Min Intensity: [300 &1 Max Intensity: [50000 _=J B G [P Desie [ Eniannd Mis Intersily m
L{Erhonced Hassie Jthiockn Peicertage>[1 =] Global Max ¥ Pullup Cortection [ Spike Removel Percentage > [20 ] Global Max
|v Pullup Conection v Spike Remaoval 4 5
Local Region 2> |25 3| LocalMax 2 SR o) S N Note: Use Panel Editor to set Min Intensity
Size Call 5 :
%
= ; || ¥ Stutter Peak Fiter (%) [ Plus Fiter Size Cal aitdzeClobol e for pecks hibin Merkers
@ Local Southern ¢~ Cubic Spliine |~ Large Size
Leit 30 %] mig [30 3 & Local Southern " Cubic Spline
Load Default Save Default
hack | Carcel | | s gack | Newss | Concel |

7. B cnenyromieM OKHe BIOpaTh HACTPOMKHU B COOTBETCTBHHU C YKa3aHHBIMU HA CKPUHIIIOTAX — JUIs
GeneMarker cinesa u GeneMarker HID cnpasa. /[Ba paza HaxaTth «Back» u BepHyThCH K
MepBOMY OKHY I1a0JIOHA.
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Run Wizard X Run Wizard X
Additional Settings - Fragment Analysis Additional Settings - HID Analysis
Set addtional options related to the different analysis type Set additional options related to the different analysis type
Alleic Ladder: [NONE = [nore =l | - % Auto Select Best Ladder
Positive Control Template: |NONE = P.C. Template. 1 ‘NONE Ll Allow Match # Variance: |01
Allele Evaluatior A
Peak Score: PC Templaste2  [NONE - RlEss thiogeSpeDE NI 4
Reiect < [100  Check [2000 <Pass P I Use Ladder Library
050
r 40 Peak Score:

Reject < [1.00 & [F00 <P
bty Ghack ¢ Fass [ Auto Panel Adustment

I Mixture Evaluation I~ Sample Quality Sensor

Cancel ‘

| << Back ‘ ok ‘ Cancel ‘

8. B otkpsiBmiemcs nepsoM okHe «Run Wizard» enie pa3 npoBepuTh BCe HACTPOUKHU U HAKATh
«Savey. Terneps B criucke M1abJIOHOB MOSIBUJICS HOBBIN I1a0JI0H aHAIKM3a JijIsl paboThl ¢ HAOOpOM
Gene Profile Cattle, 151 mocneayomux aHaJIM30B MOXKHO BBIOMpATh €ro 0e3 JOMOTHUTEIbHBIX
KOPPEKTHPOBOK.

Run Wizard x

Template Selection
Set the template of the praject

% Select an existing template or create one

] 'GP Cattle ~ Template Name: |GP Cattle

Sgg E_Orse Fanel. |Gp_cattie_va_5_aB22 - | |l |3
g

4 GP Sheep Syntol SeeStandad [0z o Il

4GP pig +

] GPHuman_KVD Standard Color: ’m

4 GlobalFiler

4 HER MONO

4 Harafard crrin

" Use last template

H sove ‘ )(Da\ele‘ | Nest > B ‘

9. [l aHanu3a TEKyLIEro NpOoeKTa HYKHO JiBa pa3a HaxaTh «Next», B mociegHeM okHe — «OK».

6.1.3. AHauu3 pa3MepHOro CTaHJapTa
1. HeoOxoaumo yOeauThCs, 4TO y BceX 00pa3IoB MPaBHIIbHO MOANKCAH Pa3MEPHbIN CTaHIapT.
JInst 5TOTO B BEpXHEH MaHENIN HYKHO HaKaTh Ha KHOMIKY «Size Calibrationy.

Tools Help

H-Q 6 5 E Rl RS
— Size Calibration|—

2. B orkpsiBimiemcs okae «Calibration Charts» mpoBeputs Bce 00pasibl MO CIHCKY H
yOeIUThCS, YTO OIEHKAa KayecTBa pa3MEpHOro cTaHiaapTa He Hmke 96 6amnos u3 100. Eciu sTo
BEPHO UL BceX 00pasIoB, TO JalbHEUIINE ACHCTBUS HE TPEOYIOTCS, OKHO MOYKHO 3aKPBITh.

-_",L Calibration Charts

=lwi 2H 58

No. | Sample Name | Score |
1 KPC_POS_a4 Isa 98
2 KPC_POS_B4.Isa 93
3 KPC_PDS_C4.tsa 98
4 KPC_POS_D4.fsa 98
5 KPC_PDS_E4.lsa 38
5 KPC_POS_F4.fsa 98
7 KPC_PDS_G4.fsa 38
8 KPC_POS_H4.fsa 98

21



SCNHTOA Gene Profile Cattle L

3. Ecmm nns kakux-to 00pasmoB OlEHKa Ka4yecTBa pa3MEpPHOTo CTaHaapTa Huxe 96 6aioB, ero
HE0OX0UMO MPOBEPUTH U, BO3MOXKHO, MEPemoanucarh. J{Jis 3Toro B ciucke o0pasioB Cleayer
BBIOPATh HY)KHBII 00pa3el Ha)KaTUEM JICBOW KHOTKHA MBITITH.

-_,',L Calibration Charts

Swvik &85

No. I Sample Mame | Score\
1 KPC_POS_Ad.lsa 98
2 KPC_POS_B4.Isa 98
3 KPC_POS_Cd.tsa 98
4 KPC_POS_D4 fsa 95
B KPC_POS_F4.fsa 98
7 KPC_POS_G4.fsa 38
8 KPC_POS_H4fsa 98

4. Ha pucynke HWXe BEpXHHH TpadyK — 3TO BUPTYAIbHBINA pa3MEpHBII CTaHIapT, OCTPOCHHBIH
MpOrpamMMoil JIs1 IPOBEPKU, HA HETO HY)KHO OPUEHTHPOBAThCS BU3yaslbHO. HykHUI rpaduk —
pasMepHBbIil cTaHAapT BbIOpaHHOro obpasua. HyxHo yOGeauThbCs, 4TO MATTEpH MOJMMCAHHBIX
MTUKOB HI)KHET0 rpa)ka COBNAaeT ¢ MaTTepHOM ITMKOB BepxHero rpaduka. [loanucannslie muku

HUMCIOT 3CJICHBIC TPCYTOJIPHUKH Ha BEPIINHAX.
Expected Size - CD 340

&0 80 100 120 140 160 180 200 220 240 260 280 300 320 340

8 mut_C2fsa BERG/4197
60 80 100 140 180 220 240 260 300 320 340

10,000 v v
5,000 v ¥ v ¥ v ¥

=

¥

0l
T T T T T T T T T T T T T T T
1,500 2000 2500 3000 3,500 4000 4500 5000 5500 6000 6500 7000 T.S500 G000 8500

5. [Ecnu Ha Kakux-TO IUKaX TPEYTroJIbHUKOB HE XBATAET, HY’KHO UX IIPOCTaBUTh, HAYKAB IIPAaBOU
KHOIIKOW MBI HAa HYXHBIM MUK W BHIOpaB B BhimaBiieM MeHiO «Add Peak». Jlns ymoGcTBa
rpaduK MOXHO MacIITaOUpPOBATh.

R248_E2fsa
60 80 140 180

¥ L

Delete Peak Del
Add Peak

Fix on Size

Reset Peaks

Update Calibration F5

t 000 4000 Copy Current Calibration Data
Frame

6. JlumHMe MUKW MOXHO YJaluTh, HA)KaB Ha HUX MPaBOW KHOMKOM MbIIHU U BbIOpaB «Delete
Peak».

R248_E2fsa
80 80 100 140 180

Y T v - -
Delete Peak Del

Add Peak
—_—_
1,000 1,500 2,000 Fix Size

Reset Peaks

Update Calibration F5
Copy Current Calibration Data

7. Tlo oxOHUaHMHM KOPPEKTHPOBKH INHMKOB CTaHJapTa BBHIOPAHHOTO 00paslia HyXXHO MpaBOU
KHOTIKOW MBIIIHM HAKaTh Ha CBOOOTHOE TI0JI€ MEXy MUKaMH U B BBINAAIONIEM MEHIO BBIOPATh
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«Update Calibration». IloBTopuTh mpouemypy mis Bcex 00pa3loB, KayeCTBO Pa3MEPHOTO
CTaHJapTa KOTOpHIX HIke 96 OamnoB. 3akpeiTh OkHO «Calibration Charts» u npuctynurs
ananuzy IIKO.

R248_F2fsa

v ¥ v v

Delete Peak Del
Add Peak

1,000 1.500 2,000

R1 Fix Size q

Reset Peaks

i

Update Calibration F5
Copy Current Calibration Data

6.1.4. AHaJu3 NOJIOKUTEJIBLHOI0 KOHTPOJIbHOr0 oOpasua (IIKO)
1. KnuknyTb 1Ba paza jieBoil kiaBuiieid Mbimu 1o ¢aiiny ¢ IIKO.
2. B Bepxnem meHto BeIOpaTh kaHai «Bluey, ncrons3ys kinasumry «Show Dyey.
3. VYb6emutscd, uro Bcem nukaM ITKO no kanany «Blue» nmprcBoeHO BepHOE 3HAUCHHE aJIIEIA.
[Tognucu NMITHUX THKOB HYXHO YAAJIWTh, BHIOpPAaB MX HAXaTUEM JICBOW KHONKH MBI, C
nomombio KHOnKH « DELETE».

[ TGLA227 [ BM2113 TGLAS3 [ ETH10 ]
60 70 80 50 100 110 120 130 140 150 160 170 180 190 200 210 220 230 240
4000
3000
2000
1000 /\‘hv
0 S

4. Ecnu ocTanuch KeNTble NN KPacHbIE MOANNCH TUKOB, UX HY>KHO IIPUHSATH IIPU YCIOBUH, YTO
oHH BepHbIe. [IpaBoif KHOMKOH MBIIIN Ha)KaTh Ha IyCTOE 1oJie rpaduka, 6e3 MUKOB, 1 B BHINABIIEM
MeHio BeIOpaTh «Confirm all».

Edit Allele

Edit Comments

Insert Allele

Delete De
Undelete Shift+De
Confirm

Unconfirm Ctrl+Alt+M
Confirm All

Unconfirm All

View History...

5. B BepxHem MeHIo BEIOpaTh KaHal «Greeny, Hcnob3ys kiaBuiry «Show Dyey.

6. Yo6emutbed, uto BceM nukam IIKO no kanany «Green» prucBOSHO BEpHOE 3HAUCHHE aJUIEIIsL.
[longnucu NMIIHMX HUKOB HY)XHO YAAJIUTh, BbIOPAaB MX Ha)XaTHEM JIEBOM KHOIKHU MBIIIH, C
nomo1ubio KHONKU « DELETE». Eciu octanuch xKelTble Uiy KpacHbIe MOAIUCH IMKOB, UX HYXKHO
IIPUHATH [IPH YCIOBHH, YTO OHU BEPHBIE.

CSRMED [ sesiis [ TGLA12Z BN1818

60 70 80 90 100 110 120 130 140 150 160 170 180 190 200 210 220 230 240

3000
2500
2000
1500

: i “‘-\ﬁ_ ,‘_ﬁ_‘mnnﬂj\lukgum ,,,,,,, o JRJ A ,ﬁ______,,‘_\_,ﬁ-‘ u

e e

- e -
fse] (2521 zss]

&
3

7. B Bepxnem MeHI0 BbIOpaTh KaHal «Y ellow», ucnons3ys kinasuiry «Show Dyey.
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8. VYoenutbcs, uto Bcem mukam IIKO mo xanamy «Yellow» mpucBoeHO BepHOE 3HAUYCHHE
AJJICTIA. HOI[HI/ICI/I JIMIITHUX ITUKOB Hy)KHO YI[aJII/ITb, BbIGpaB X HAXKATUEM HGBOﬁ KHOIIKM MBIIIH, C
noMounbio KHOKH « DELETE»». Eciin ocTanuce enThie Wik KpacHbIE€ MOAMUCH TMKOB, X HY>KHO
HpI/IHHTb HpI/I yCJ'IOBI/II/I, YTO OHHU BepHBIe.

[ HAUTZ7 - CS5M66 ] [ BM1824 | | ETH3 ]
80 70 80 90 100 110 120 130 140 150 180 170 180 190 200 210 20 230 240 250

4000

2000
B S N

9. B Bepxnem meHIo BbiOpath kaHai «Red», ucrons3ys kinasuiry «Show Dyey.

10. Y6enutscs, uro Bcem nukam ITKO no kanany «Red» npucBoeHo BepHOE 3HAUCHHE aJIJIes.
[Topnucyu NMUIIHUX MUKOB HY)KHO YJQlIWUTh, BHIOpAB MX HaXKaTHUEM JIEBOM KHOIIKU MBIIIH, C
nomotubo KHONKU «DELETE». Ecin octanucs kenTele Uiy KPaCHbIE MOAIIUCH ITUKOB, UX HYKHO
IIPUHATH [IPH YCIOBHH, YTO OHU BEPHBIE.

[ TGLAIZE ] ETHZ2ZS | [ NRADZ3 [ LSTS006 ]
(-] 70 80 90 100 110 120 130 140 150 160 170 180 190 200 0 220 2% 240 250

4000

3 D00
2000 l
1000 ‘ | | ‘

[ e — A v A e N e ..Jl.

Tabnuna 3. AieTbHOE COCTOSIHHE TTOJIOKUTETHHOT0 KOHTposibHOTO 00pasia (ITKO)

Kanan Jlokyc | XpomocomHast AJl1enbHOE
JAeTeKIHH JIOKAJIU3ALUS COCTOSIHME
TGLA227 | D18S1 89
BM2113 | D2S26 135
FAM TGLAS53 | D16S3 160
ETH10 D5S3 209/225
CSRM60 | DI0SS5 92/96
SPS115 D15 248
R6G
TGLA122 | D21S6 149/151
BM1818 | D23S21 262/266
HAUT27 | D26S21 144/148
CSSM66 | D14S31 189/193
TAMRA "BM1824 | DIS34 188
ETH3 D5S3 117
TGLA126 | D20S1 115/117
ROX ETH225 | D9S2 140/144
INRAO023 | D3S10 210/214
ILSTS006 | D7S8 294

11. Ecnmu mnpucCBOCHHBIE 3HAYECHHUS aUleJied HE COOTBETCTBYIOT 3HAYCHUSIM B TaOHIIE,
HE00X0IMMO HACTPOUTH MaHEb.
12. Jlist HacTpoiKM TaHeTu HEoOXOIWMO B BEpXHEM MEHIO BbIOpaTh «Tools», B BhimaBiem
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cnucke «Panel Editor».
File View Project Applications Tools Help

) HEE & |

|l Size Template Editor
(o (] Positive Control Template Editor

File Conversion
Database Manager »

Pedigree File Name Match
File Name Group Tool
Convert Text to Binary Files

Validation Assistance L4

Export Electropherogram ...

3l Magic Wizard
E,' Show Last Event

13. B cnucke maHeneil cieBa BbIOpaTh MaHeNb A pelakTupoBaHus. Eciam ucnonblyere
nporpammy GeneMarker HID, To He BbIOHMpaiiTe caMylo BEpXHIOI MmaHesnb. HyxHas maHenb
HAXOJUTCS B 00IIEM CIHUCKE 10 aja(paBUTHOMY HOPSIIIKY.

-J'J‘ Panel Editor

File Tools Help

DB X |

A ASGN_mPCR A
& Amplidex_CGG

[ caH

[# comIs_cattle

3 COrDIS_Cattle_nanophor

[ COMDIS_PIG_YL_Nanophor
4 DEL

[ GpCattle_v1_0

7 EXTTwE

? Gp_Cattle_v7n

A HD

[#& LOH_Parel

[#& MED28_C1

|4 MED28_C1_Nanophor

[A" ME028_C1_Nanophor2

A ME028_PwS_AS_Vs16_im
TA MED30 C3 Nanoohor -
>

A I-F-5-5-EH-0-E-E-E-E-E-E-E-E-E-E-E

14. B cnucke 00pasioB HIKE BEIOpATh TONBKO monoxutenbHbie KoHTponu (ITKO). C numranx
00pa3IoB CHATH TaJIOYKH BBIICTICHUS, HAYKAB JIBAXKIbI JICBOH KHOIKOH MBIIIIH.

-[# ME028_C1_Nanophoi2

- MEO28_PWS_AS_Vs16_im

-[# ME030 C3 Nanoohor =
>

A H-FH-H

=-= Samples
B KPC_POS_Adfsa
B KPC_POS_Bd.fsa
B KPC_POS_Cdfsa
B
B KPC_POS_Edfsa
B KPC_POS_F4fsa
B KPC_POS_Gdfsa
B OKO_Hd.fsa

15. B okHe naHenu NpoBEPUTH BCE MapKePhI Ha IPaBUIIBHOCTH ONIpEAEICHUS ajseneil. Mapkepsl,
B KoTopbix amienu [IKO onpenenunuch HEBEPHO, CABUHYTH 10 MPABWIBHOTO MONOXKEeHUA. s
NIepEeIBUKEHUSI MapKepa HaXkaThb U yAepKuBaTh KiaBully «Shifty, HaxaTe 1 yaepKuBaTh J€BOU
KHOIIKOM MBIIIY Ha3BaHHE MapKepa Ha II0JIOCE CBEPXY U MBIIIBIO IEPEIBUHYTh MAPKEP B HY)KHOE
nojioxkeHre. TakuM ke 00pa3oM MOXHO INEpelBUraTh M OTICNIbHBIC ajuled BHYTPH MapKepa.
Mex 1y KpackaMu MaHeIH MOYKHO MEPEKII0UaThCsl, HA)KMMasi Ha [IBETOBOE 0003HAaYeHNE KPAaCKH B
BEPXHEM MEHIO. B OKHe maHenum BO3MOXKHO TaKoe e MaciuTaOupoBaHHeE, Kak Ha rpadukax
00pa3ioB B OCHOBHOM pabo4yeM OKHE.
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TGLA227

70 80 S0
R T T P

200
” L L_/a_
]

75(7779]81 i 85 87 ariss 95 9 o‘r 03

16. Ilo oxOHYaHMM DPEJAKTHPOBAHUS TAHEIM HEOOXOIUMO €€ COXpaHUTh, HakKaB HAa 3HAYOK
COXPAaHEHHs B BEPXHEM MEHIO. MOXHO TakXe COXPaHUTb OTPEIAKTHPOBAHHYIO IAHENb MOJ
HOBBIM Ha3BaHueM B MeHIO «File», BbiOpaB «Save As New Panel».

17. Jlanee HyxHO 3akpbITh OKHO «Panel Editor» u 3aHOBO nepe3anycTUTh aHalIW3 IPOEKTa, B
CTaHJapTHOM IIA0JIOHE BBIOPAB OTPEIAKTUPOBAHHYIO MTAHETh BMECTO OOBIYHOM.

6.1.5. Buecenue npoduis IIKO B mad10H anaausa.
1. HyxHO omnpenenuThCs €O CTaHIAPTHBIM HA3BaHUEM ISl IOJOKUTEIBHBIX KOHTPOJEH B
naboparopun, Hampumep «PKO». Takum oOpasom, Bce obOpasubl [IKO B KakaoM MpOEKTe
noskHBI IMeHOBAThC «PKO». To ke — aJist oTpuniaTeIbHbIX KOHTPOJIEH.
2. B BepxHem MeHI0 BbIOpaTh «View», B BolnaBiueM criucke «Preferencesy.

-_"J,,, GeneMarker - Untitled

File View Project Applications
= View Project History

@ v H4—| Show Navigator

=

5@ [[& Show Gel Image
Hﬂ Show Report

Preference ...

3. B otkpeiBmiemcsi okHe «Preferences» oTkpbiTh BkIanky «Control Tracking» s
GeneMarker wmu Bkianky «Forensic» 111 GeneMarker HID. B none «Positive Control
Identifier» BBecTH cTanapTHOE HAUMEHOBaHHME )1 MoJI0kHuTENbHOTO KOHTpOoIIs (ITKQO), a B moste
«Negative Control Identifier» — st otpuniarensaoro koutpoist (OKQO). Haxats «OK».
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Preferences

Start up SEmngsl Display Settings  Control Tracking I Hepmtﬁettings] Dlhersl

Positive Control Identifier.  |PRD

MNegative Control Identifier  |0OKO

[v Show Control Samples in Report

[ Automatically Save Control Samples Peak Table When Project is Saved

X Preferences

E Dyes... 0K I Cancel |

Start up | Display

[~ Show Ladder Samples in Report

[~ Show Contriol Samples in Report

[ Mark Deleted/Edited Peaks with Symbols
[v Auto-Delete Alleles in Virtual Bins in Allelic Ladder

[~ Label Peak Ratio
o

Sample Type |dentifiler in Filename

Ladder: LADDER
Positive Ctil 1:  |PKO

Negative Cir:  |OKO

Forensic. | Sample Quaity | Report | Others |

Positive Cil 2. |PKO-2|

Import/Export

o] o

4. Teneps nporpamma O0ynet onpenensats IIKO u OKO B npoekte aBromatndecku. Eciu npu
3arpy3ke KakKuX-TO OOpa3loB KOHTPOJU HE OIpPENe/IMINCh, HYXKHO €lle pa3 MPOBEPUTh HX
CTaHJapTHBIC HauMeHOBaHUs B okHE «Preferences». Taxke mo6oMy 00pasily B MPOSKTE MOKHO
npuHyauTensHo HazHauuTh cratyc IIKO nmn OKO: HaxaTh Ha HETo B CIIUCKE NMPAaBOil KHOIIKOM
MBIIIIH, B BBIMQAAONIEM MeHI0 HaxaTh «Set Sample Type» u BrIOpaTh COOTBETCTBYIOIIMMA THIT

oOpasia.
Untitled
&G [N
-y KPC_POS_Adfsa
-B KPC_PDS_Bdfsa
--[B KPC_POS_Cdfsa
PC: PKO_D4.fsa
-[B) KPC_POS_Ed.fsa
-B KPC_POS_F4.fsa
B KPC_POS_G4.fsa
NC: OKO_H4.fsa
5. B Bepxaem menHto mporpammsel BeiOpaTh «Tools», B Bemasmiem crucke «Positive Control
Template Editor».
'-;ﬂ, GeneMarker - Syntol Cattle_2.5GF
File View Project Applications _Tools Help
& | » E ']; E & ILL panel Editor
Ll size Template Editor
e
= E' Merge Project
—f KPC_POS_Adfsa Macromolecules L
B KPC_POS_B4fsa File Conversion |
B vOr OOc ©d .
6.

B oTkpbiBIIEMCS OKHE Ha)kaTh KHONKY «Add». B mosiBUBIIEMCS 10JI€ BBECTH Ha3BaHUE IS
TEKYIIETO TMOJOKUTEIILHOTO KOHTPOJISI K KOHKPETHOMY Ha0opy. Y 100Hee BCero ux pa3andarh 1o
Ha3BaHUIO HaObopoB. Takum obOpazomM, s Habopa Gene Profile Cattle mogxoasium Ha3BaHUEM
KO 6ynert, nanpumep, «GP Cattle». Haxars «OK».
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Positive Control Standards:

‘1 LI Edit Delete
Genotypes:
# | Marker [ Allele1 [ Alele2 [ | Import Genotypes from Sample:
1 BAT-25 148 148 -

New positive control standard: x |

5P Cattie

T
' OK

7. B crtpoke «Import Genotypes from Sample» BeIOpaTh MpOBEPEHHBIN MOJIOKUTEITHHBINA
KOHTPOJIb U3 TEKYIIETO MPOEKTa.

Positive Control Template Editor X

Pasitive Control Standards:

[GP Catte ~| Edt| Add | Delete
Genotypes:
1 | Marker Allele 1 | Allele 2 | | Import Genotypes from S ample:

| -

KPC_POS_Ad
KPC_PDS_B4
KPC_PO5_C4
KPC_POS_E4

KPC_POS_F4

KPC_POS G4 v

8. B otkpsiBiieMcs okHe Haxath «da». Jlanee Haxath «OK>» BHU3Y OKHA.

Positive Control Standards:

[GP Cattie ~| Edt| Add| Delete
Genotypes:
1 i Marker Allele 1 I Allele 2 J ] Impaort Genotypes from Sample:
[PKO_D4 =l
Confirm |

You are going to set genotypes from sample
I PKO_D4 as standard, continue?

9. 3Bamyctuts aHanu3, HaxaB Ha kinaBully «Run Project» B BepxHeM MeHI0. B oTkpbIBIIEMCS
okHe «Run Wizard» u3 cniucka BeiOpath HyxkHbIH mabiaoH (Syntol GP Cattle), nBa pa3a Haxatb
«Next». B rpade «Positive Control Template»/ «P. C. Template 1» BoIOpaTh MOIXOIAIINN
MIOJIOKUTEIBHBIN KOHTPOJIb B COOTBETCTBUM C Ha3BaHUEM, KOTOPOE ObUIO JaHO €My B ITyHKTE 6.
JlBa pa3a Haxatb «Back» 1 BepHYTbCS K IEpBOMY OKHY IIa0JIOHA.
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Run Wizard X Run Wizard X
Additional Settings - Fragment Analysis Additional Settings - HID Analysis
Set additional options related to the different analpsis type: Set additional options related to the different analysis type
Al Ladder. [NONE = . [ore =l [V Auto Select Best Ladder
Posttive Control Template: |MONE i P.C. Template. 1 ‘NONE LI Allow Match # Variance: |0
Allele Evaluation NONE Identifiler_Plus 3 L
e Vertler Pus PC Template 2  |promega, Fusion_6C ° Lhscer iy (B
f COIS PIG GlobalFiler I~ Use Ladder Library
Reject < {1.00 GP Cattle Allele Evaluation |VersaPlex_27PY o
cmm Pesk Score: |Verifier Pids b
r 0
Reject < |1 g
[V Auto Panel Adjustment

[~ Mizture Evaluation [~ Sample Quality Sensor

—
—
|

<« Back ‘ ok Cancel ‘ | save | << Back ‘ ok Cancel |

10. Haxats «Save». Tenepb npu aHaJM3e Mo 3TOMY 1a0J0HY MporpaMMa 0yeT aBTOMaTHIECKH
npoBepATh nosyuusiumiics renotun IKQO. [Ipoanann3upoBats NpoOeKT CHOBA — YK€ C MPOBEPKOM

KO — moxHO, 1Ba paza HaxkaB «Next», a B mociieineM okHe — «OK».
Run Wizard X

Template Selection
Set the template of the project

(¢ Select an existing template or create one

E E; ;u' e " Template Mame: |GP Cattle
g
4 GP Sheep Syntol Parel: |Gp_Cattle ve_5_aB22  _»| || 5
S ggl“:lll!ll'n;ﬂ KVD Size Standard:  |CD 340 - M
S GIobaIFiIe; Standard Color: | Orange -
HER MONO
M Hereford scrin
 Identifiler v
" Usze last template
m Save | ¢ Delete | Mest > Lancel |

6.1.6. AHAJIM3 OTPUIIATEIBLHOT0 KOHTPOJILHOIro oopasua (OKO)

KnukayTh 1Ba pa3a eBoii kinaBuieil Mpimu o ¢aiiny ¢ OKO.

. Y0enutscs, 9TO B ANATIa30HE BBIXO/IA [IENIEBBIX ()PArMEHTOB OTCYTCTBYIOT KaKHE-JIN0O0 MUKH,
'KpOMe ITMKOB pa3MepHOro CTaHaapTa.

N —

6.1.7. Anaan3 oopa3uon

KinukayTh 1Ba pa3a JieBoi KiaBHUIIEH MbIH 110 (aitry odpasia.

B BepxHeM MeHI0 BbIOpaTh aHATU3UPYEMBIi KaHal, UCTIONb3Ys KinaBuiry «Show Dyey.
3. ¥Y6enuTbcs, 4TO BCEM MTUKaM 10 aHAIU3UPYEMOMY KaHAIy IPUCBOCHO 3HAYCHUE aJUIEIIs.

N —

6.1.8. UckiroueHue U3 aHAJIM3a CTATTEPOB U apTe(aKTHBIX IMKOB

MHuKpocaTeTuTHBIE JIOKYCBI, IPEeICTaBICHHbIE B HA0OpEe, HECYT TUHYKIICOTHIHbIC TOBTOPHI,
YTO TPHUBOAWT K OOpPA30BaHMIO BBICOKMX CTaTTEPOB (MOOOYHBIE MPOAYKTHI aMILIU(UKAINH,
CBSI3aHHBIE C «IIPOCKAJIb3bIBAHUEM» MoJIMMepas3bl). OHM MoryT pocturarb 10 90 % BeIUYMHBI
OCHOBHOTO NUKa. B ciydae Hanuuus IByX COCEHMX ajuleNel B JJOKYCe CUTHAI CTaTTepa JUIMHHON
aJUIeT CyMMHUpYETCS C CHTHAJIOM OCHOBHOTO IMHMKAa KOPOTKOM ailjlesid, YTO MPUBOJIUT K
TUCOaIaHCy TI0 BBICOTE aJuIesieH.
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TGLA126
a0 90

Taxoxe BO3MOKHO IPUCYTCTBHE apTE(PaKTHBIX MUKOB, CBSI3aHHBIX C TOCTAHOBKOM
aMIUTMUKaIuy Hanpsamyro (MuHys craauio Beiaenenus JJHK).
| TGLA126 |

ﬂ
o

Jis UCKITIOYEeHMSI U3 aHAJIM3a CTaTTePOB U apTePaKTHBIX MUKOB HYKHO:
1. HaBectu Kypcop Ha MUK CTaTTEPA, BEIACIUTD €r0, HIEIKHYB JICBOW KIIABUIIIEH MBIIIH.

| ILSTS006 |
170 180 190
—— o m )

,L,Junx |

D N N
&

__[C

2. Haxarp npaByo KHOIIKY MBIIIX U B OTKpPBIBIIEMCs OKHE BBIOpaTh «Deletey.

Set Reference Peak Height

Edit Allele
Edit Comments

Insert Allele

Delete Del
Undelete Shift+De
Confirm Ctrl+M
Unconfirm Ctrl+ Alt+M
Confirm All

Unconfirm All

Undo

Show Columns >
Copy Table Ctrl+C
View History...
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6.2. AHasin3 nannbix B Gene Mapper

6.2.1. UmnopT ¢aiiyioB 11 aHATU3A JAHHBIX

[Ipu nepBoM aHa/IM3€ TaHHBIX HEOOXOIMMO UMIIOPTUPOBATH (hailiibl MaHeIr, OMHOB, a TAKKE
¢aiin pazmepHoro cranaapta. @aiiiasl mpegoCTaBIAIOTCS pou3BoAuTENeM Habopa. st 3Toro:
1. 3amyctuts nporpammy GeneMapper Software 6, B BepxHem meHi0 HaxaTb «Tools», B
BBITIaBIIIEM CITHCKe BbIOpaTh «Panel Manager».

T GeneMapper Software 6 - Untitled [Generic] - gm Is Legged In Database XE3-10T-2019

File Edit Analysis View Tools Help

i ] H ‘ % @ GeneMapper Manager Ctrl+M | [ @ ‘ Table Setting
aT, Project sl Panel Manager Ctrl+J

Study Manager

ne Sample 1D

Table Setting Editor...  Ctrl+T

Security Manager
Audit Manager >

Esig Administrater

Remote Shutdown...

[~ o] ~[w]~]=]

Options...

I [ I
[«

=

2. B oTkpeiBIIEMCS OKHE cieBa HaxaTh «Panel Manager».

™ Panel Manager

File Edit Bins View

G [ mf W W | W™ | 6nse vinLESRSE BB | Bl
Kit Mame Kit Type |Comment
+- |2 GenExpert_Sturgeon 1 [GenExper_Sturgeon | Miciosate | none
= [(DGpCattle 2 |GpCattle Microzate | none

3. B Bepxuem mento HaxkaTh «File», B Bbimasiiem criiicke BbIOpath MyHKT «Import Panels».

= Panel Manager

File Edit Bins View

New Kit... Ctrl+N | Bin set: -
Duplicate Panel Kit Mame Kit Type | Comment
Duplicate Kit GenE spert_Sturgeon | Microsate | none

GpCattle Microsate | none

Import Panels...  Ctrl+M
Import Bin Set... Ctrl+5Shift+B

Export Panels... Ctrl+E
Export Bin Set... Ctrl+Shift+E
Export All Kits... Ctrl+K

4. BwiOpath nanky c ¢aitnom nanenu (GpCattle) 1 moarpy3uTs €ro B mporpaMmmy HaskaTHEM
kHONKU «Importy.
5. IHenknyTts no nanke GpCattle, nosisuBiieiics B cincke «Panel Manager.

= panel Manager

File Edit Bins View

W > | pf M MW | B ™= | BinSet|GuCatle vl RE  BEEN 18
B---Ebpand Manager Panel Hame Comment
- i GpCattle 1 IGpCattIe I‘ none

(|5 GenExpert_Sturgean

6. B Bepxnem mento Haxatb «File», B oTKpbIBIIEMcs criicke BeIOpaTh MyHKT «Import Bin Set».
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ey Panel Manager

File Edit Bins View

MNew Panel... Ctrl+ N ‘ Bin Set: GpCalttle ~
Duplicate Panel Panel Name Comment
Duplicate Kit [GeLatle | nere

Import Panels... Ctrl+M
Import Bin Set... Ctrl+5Shift+B

Export Panels...  Ctri+E
Export Bin Set.. Ctrl+Shift+E
Export All Kits... Ctrl+K

7. BoiOpats nanky c ¢aiizom 6unos (GpCattle_bins) u moarpy3uTs ero B mporpamMmy HakaTHEM
kHONIKH «Import». 3akpeiTh 0kHO «Panel Editor).
8. B Bepxaem MmeHo Haxkarb «Tools», B oTkpbiBIieMcs cnucke BbiOpaTh «GeneMapper

Manager».
T GeneMapper Software 6 - Untitled [Generic] - gm Is Logged In Database XE3-1oT-2019

File Edit Analysis View Tools Help

SOH| &F GeneMapper Manager CtieM || [ @ | Table Settin
By Project B Panel Manager s [

Study Manager he Sample 1D

Table Setting Editor...  Ctrl+T

Security Manager
Audit Manager >
Esig Administrator

Remote Shutdown...

[efee[[a[o]&[e]~]=]

Options...

[ [ [
[«

=

9. B BepxHel cTpoke OTKPBIBILIETOCS OKHA MEPEeUTH Ha BKIAAKY «Size Standards» u HaxaTh
KHONKY «Import».

™ GeneMapper Manager X
Projects Analysis Methods Table Settings Plot Settings
Cluster Plot Settings Matrices Size Standards SHP Sets Report Settings
Name Size Standard Dye Last Saved Dlwner Ty
sd-450 Orange 2022-01-2814:3%17.0 |gm Ba
CD-240 Orange 2022-01-181314130  |gm Ba
cdd20 Orange 20220325 1217270 |gm Ea
cd400 Fied 2022-03-2512:0%01.0  |gm Ba
SMPlex_48ples_v1 Orange 2003-03-26 22:16:34.0  |gm BEa
GSEDOLZ Orange 2002-06-27 22:02:44.0  |gm Ba
GSBO0LIZ+Marmalization | Orange 2008-06-27 21:5%54.0  |agm Ba
GSB00R0, Red 2008-04-18 01:58:46.0 |am Ba
GS500[-35,-250,-240R0X  |Red 20020612 04:0414.0 |gm Ba
GSB00[-35,-250,-340)LZ | Orange 2008-04-18 01:5%:07.0 |gm Ba
GSE00[-250)R0X Red 20020418 01:BE15.0 |agm Ba
GS500[-250)LIZ Orange 2002-08-21 00:02:36.0 {gm Ba
GS400HDROX Red 2002-08-21 00:02:36.0 |gm Bs
GS360R0 Red 20020617 01:26:47.0 |gm Ba
G5120UZ Orange 2002-08-21 00:02:36.0 |gm Ba
< >]

MNew... Open... Save As... Export.. Delete

Help Done

10. Bribpats manky c daitnom pazmeproro crangapra (C/A-340) u moaArpy3uts ero B mporpammy
Ha)xaTueM KHOIKU «Import».
11. Ilepeiitu Ha Bkiiagky «Analysis Methods» 1 HaxxaTe kHONIKY «Import».
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= GeneMapper Manager x
Cluster Plot Settings Matrices Size Standards SNP Sets Report Settings
Projects Analysis Methods Table Settings Plot Settings

Name Last Saved Owiner Instrument An
GenExpert Sturgeon 2022-02-24 1%:34:37.0  |agm Min
GpCattle 2022-02-091511:24.0  |gm b
SNPlex_Rules_3730 2004-09-21 2239020 |gm 3730 Sk
SNPlex_Rules_3130 2008-04-18 0T:63:07.0 | gm 3130 Sk
SNPlex_Model 3730 2004-09-21 2238:48.0 | gm 3730 Ll
SNaPshot Default 20030726 05:10:08.0 | am 5h
HMicrosatelite Default 2005-06-09 00:60:00.0 | gm b
AFLP Default 2004-0717 0321:19.0 | am AF
< 3]

New... Open... Save As... Export.. Delete

Help Done

12. BwiOpats manky c¢ ¢aiimom merona (GpCattle method) u moarpy3uth ero B mporpammy
HaxkatueM KHONKH «Import». 3akpeiTh okHO «GeneMapper Manager».

6.2.2. AHaIN3 JaHHBLIX
1. B nporpamme GeneMapper Software 6 B BepxHeM MeHIO BoIOpaTh «File», B oTKpbIBIIEMCS
cniucke BeIOpaTh «Add Samples to Project».

= GeneMapper Software 6 - Untitled [Generic] - gm Is Logged In Database XE3-1oT-2019

File Edit Analysis View Tools Help

New Project... CtlsN [ L1l | i) | > & | Table Setting
Open Project... Ctrl+0

Close Project mple File Sample Name Sample D

Save Project Ctrl+5

Save Project As...

Add Samples to Project... Ctrl+K

Associate Samples...

2. B oTkpsiBHIEMCSI OKHE BEIOMpPATH MaNKy ¢ (haiyiaMu 71 aHaJIu3a U HaKaTh KHOMKY «Add to
list» BHU3Y 1OJ] CIMCKOM HarokK.

% A Sampes o Prject

Samles To Add

o222

PP RPPEEPIEEPRREERDEEEDE
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3. BriOpannas mamnka mosiBUTCS B OKHE CITpaBa, BHU3Y Ha)KaTh KHOMKY «Add».

= s samples o Projct
Edit View

Fies GM Database ‘Samples To Add
5[] ResultsGoHuman ~] B i1 202206011738 22262
01022022 Pasha razv obr 270122
010222 1PCR forlg7
010222p.12212829

010322 P 7 geterosioly +p 2239

010322

010422 LEDDER GobalFier

010422 GoCatle
i1 2022

e

R 1 2022040117322 262
@ In2 022060117:38:22:273

0404225 1941 16321 +p17 pasha

050322 P 13 (RAZV 60
2

o6
07022022510

0702202255

080222p 10919
080222122 23 alledder 117 7:35
080222 mashab60+72
09022217 sar
090322 A12 TLysPR) Der
030322721 4.7 povtorper
090322112 Pfu_Teq L

1

1022
100222 Pasha Aem Liza

1003202257 +p13
1003202258 467

100322

1003291231 502.512in 10109

= T =

PSRRI EREEERRaReRRRRBDD

4. Jlns oOpa3iioB BBIOpAaTh paHee MMIOPTHpOBaHHBIC B mporpammy: «Panel» — GpCattley,
«Size Standard» — C/I-340, «Analysis Method» — GpCattle_method.
5. 3amycTHTh aHAU3.

6.2.3. AHa/1M3 pa3MepHOro CTaHapTa
1. Heobxomumo yOemuThCsi, 9TO Y BCeX 00pa3IioB MPaBHIBHO MOIUCAH Pa3MEPHBINA CTaHIAPT.
Jlnst aTOTO HY)KHO NMPOBEPUTH 3HAUeHUS SQ 115 Bcex oOpa3noB B npoekte. Ecim SQ — 3enmensbrit
KBaJpaT, TO pa3MEepHBIH CTaHAApT 3TOro obpasua moamucaH BepHo. Ecim SQ — sxentblif
TPEYTOJIbHUK WIIM KPACHBINA KPYT, TO CTAaHAAPT HEOOXOIMMO MPOBEPHTb.

well [SE[SGO [ARNM [SFNF [MNF [SNF[S0S [5@

|

I &=

@ |

co7 | & I
o7 | [ I

2. Jlns mpoBEepKH CTAaHIAPTOB HYXKHO BBIJICIUTH BCE IPOBEPsieMble 00pa3Iibl U B BEPXHEH MMaHeH
HaxaTh Ha KHOTIKY «Size Match Editor».

% GeneMapper Software 6 - Cattle_Nanophor [Generic] - gm Is Logged In Database XE3-loT-2019 T GeneMapper Software 6 - Cattle Nanophor [Generic] - gm Is Logged
File Edit Analysis View Tools Help File Edit Analysis View Tools Help
COH | &%F DEEL | EEE | > @ | b o | [— “OoH | A DEHEL | BEE| »
= g Project Samples  Genotypes - gy Project Samples | Genotypes [Size Match Editor
ik Eitle ‘SIE‘IUS |Sampls File |SamplsN|Cummerﬁ|SampleT M Status  |Sample File
Ha < OKO_H4 fsa

KPC_POS_Ad f3a
KPC_POS_B4.tsa
KPC_POS _Cfsa
KPC_POS_E4 fsa
KPC_POS _F4 fsa
KPC_POS_G4 f3a
PHO_P tsa

[~ o v ww m] =

3. B oTkpeiBmIeMCS OKHE M3 CIHCKa ClieBa HYXHO IOOYEPETHO BBIOMpaTh OOpasmbl s
NPOBEPKH Ha)KaTHEM JIeBOW KHONMKM Mblmu. Ha rpaduxe cnpaBa OyayT oToOpaxkarbes HX
pa3MepHbIE CTaHIapThI.
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=3

S Maches | Sie Caling Cuve

Siing Gualily =10 Overtide 50

s

am

0 100 ) 000 o o0 eom 00 a0

4. HenpaBwIbHO TOANMMUCAHHBIA MUK MOXXHO YyIaJUTh WJIM MEPEUMEHOBATh, HA)KaB Ha HETO
MpaBoOM KHOMKOM MbIM. HenmoanucaHHblil UK MOKHO MOJMKCATh.

T Size Match Editor x

Sizz Matches  Size Caling Curve.

Sizing Cuality = 1.0 Overize 52

azp 20

o 1000 200 a0 w00 san0 5000 7000 000

5. Tlo okOHYaHMM pPENaKTUPOBAHUS PA3MEPHOTO CTaHIApTa HYXHO HaXKaTh KHOIIKY BHH3Y
«Apply», 3atem «OK». Ilocine nmpoBepkn u ucmpaBieHUs1 Bcex o0pa3ioB okHO «Size Match
Editor» MoxHO 3akpeITh. Jlasiee MmoxkHO npuctynuTh Kk aHanuzy IHKO.

6.2.4. AHaJIU3 10JIOKUTEJIBHOr0 KOHTPOJIbHOIo odopasua (IIKO)
1.  OtkpeiTh 06paser [TKO.
2. B BepxHeM MEHIO OTKJIIOUUTH BCE KaHAJIbl, KPOME CUHET0. Y 0eIUThCS B TOM, YTO BCEM ITHKaM
I1KO no nanHOMY KaHaJly PUCBOEHO BEPHOE 3HAUCHHE AJICIBHOTO COCTOSIHUA (CM. Tabmuiy 3).
[Toanmucy NWINIHUX THKOB HYXXHO YIAIUTh, BHIOPAB MX HaXXaTHEM JIEBOM KHOMKH MBIIIH, C
noMoupto KHONKU «DELETE».
3. B BepxHEeM MEHIO OTKJIIOUUThH BCE KaHAJbI, KPOME 3€JI€HOro. YOenuThCsl B TOM, YTO BCEM
nukam [IKO mo manHOMy KaHayly HIPHUCBOCHO BEPHOE 3HAUCHHE aJUIETBHOIO COCTOSIHHS (CM.
tabmuiy 3). [loamucu MUITHUX MUKOB HYKHO YAAlUTh, BHIOPAB WX HaXaTHEM JICBOW KHOIKH
MBIIIH, ¢ ToMonibio KHONKH «DELETE».
4. B BepxHEM MEHIO OTKJIIOYHTH BCE KaHAIbI, KPOME JKENTOro. YOEAUThCS B TOM, YTO BCEM
nukam [1KO mo maHHOMYy KaHayly IPHUCBOCHO BEPHOE 3HAUCHHE aJUIEIBHOTO COCTOSIHUS (CM.
tabmuiy 3). [loamucu MUITHUX MUKOB HYKHO YAAlUTh, BHIOPAB WX HaXaTHEM JICBOW KHOIKH
MBIIIH, ¢ TToMmonIbio KHONKHA «DELETE».
5. B BepxHeM MEHIO OTKIIOYUTH BCE KaHAJbI, KPOME KPacHOTO. YOEAUThCS B TOM, YTO BCEM
nukam [IKO mo maHHOMY KaHajgy MPUCBOCHO BEPHOE 3HAUCHHE AJUICITLHOTO COCTOSHHUS (CM.
tabnuny 3). [loanucu NMUITHUX MUKOB HYKHO YAANUTh, BHIOPAB UX Ha)XXaTHEM JIEBOW KHOIKU
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MBIIIH, ¢ ToMOITbI0 KHONIKH «DELETE.

6. Ecim npucBOcHHBIC 3HAYCHHS ajUieJied HE COOTBETCTBYIOT 3HAYCHHSIM B TaOJHIIE,
HE00X0IUMO HACTPOUTH TTAHEITb.

7. J1J1st HACTPOMKHM TTaHEeIH HEOOXO0IMMO 3aKPBITh OKHO ¢ 00pa3iioM. B BepxHeM MeHIO BbIOpaTh
«Tools», B oTkprIBIIEMC crivicke BEIOpaTh « Panel Manager».

= GeneMapper Software 6 - Untitled [Generic] - gm |s Logged In Database XE3-1oT-2019
File Edit Analysis View Tools Help
=] ﬁ | % g GeneMapper Manager Ctrl+M | [ 3 . | Table Setting

..... B, Project s, Panel Manager Ctrl+)
Study Manager

e Sample ID

Table Setting Editor...  Ctrl+T

Security Manager
Audit Manager ¥

Esig Administrator

Remote Shutdown...

Optiens...
I [ [
[«

8. B otkpeiBmemcs okHe BhIOpaTh nmanky GpCattle. B neii otkpriTs nanky GpCattle,
B pe3yJIbTaTe OTOOPA3UTCS CHUCOK BCEX JOKYCOB.

alel e o o] e[ =]

=

T

Fie Edt Bins View
WX | oW | W™ | en st Gocatie VML ECE EEEEEEE
S Pane Manager ][ 0wl [tsharama. oy Golo i S e Sz Contol Alier akr iar Anab Mothas CommanteCaddurAlaior
& £GoCatle i TGLA B (5172 (9362 z [0 nore
© DGt B ETHIO B (1625 [26% 2[00 nore
o 5 G2 (e [160 [1233% z [0 nore
B2 [+ TS (e [10% (17308 z |00 nora
Touass 5 SR [Green 7818 [10407 z [0 rora
CSRMED g SPSTT5 [Green (11201 [12758 z [0 rore
spsiis
Ea u TOAT22 (Gren |12 (18572 2 [0 rore
[ o GNTSTE  Geen 1955 (242 2[00 nore
HAUTZ? B WATZr Velw |1200 193 2[00 nore
cssmss, 0 CSSMEs Velow 14223 [1700 z |00 nore
Bt i GTEE Velow 175 (2017 z |00 nore
ToLAIZE B €T Nelow [20635 |2578 z |00 nore
ETHz2 B A% [Red A2 (563 z [0 nora
INRAOZ3 g €S Red (1031 [12007 7 [0 rore
[Gr o I WRADS Red 128 (16243 2 oo rore
16 TS0 (Fed 17102 [1918 2 oo nore

OK || Cancel || hosly

9. B Bepxnem MeHIo HaxaTh KHOIIKY «Add Reference Datay.

= Panel Manager

File Edit Bins View

g X | BF M M | W ™ | 6o Se:|GoCate ViMmE2E EEEEEES
=] d%bpane\ Manager -~ Universal haker Hame Dye Colo Min Size Max Size Control Alleles mws hlethod Comments Ladder Alleles
59 GaCaltle 1 ] ToLe Bue |6172 |33E2 T none
. B3 GeCatle] 2 ETHIO Bl 18825 |205.96 2 00 Tone
. L TelA
o 3 BM2113 Bue  |1050 12338 FRR nane
- BM2113 4 TGLASZ Blue 13895 17302 2 0.0 none
- TGLAS2 5 CERMED  |Green |76.18 10407 FRR nane
- CSRMED B GPST15 Gieen 11201 |127E4 H [l hone
i GPC1IR
B st Mcrosatellne Reterence Data x
&
=

10. B OTKPBIBHICMCA OKHC BHHU3Y CJICBA BBI6paTI> narnkKy ¢ JaHHBIMH IIOCTAaHOBKH, B Hell —
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obpaser [IKO. Haxats «Add To List».
11. Cnpasa nosiBsiTcs BbIOpaHHbIe Manka u (aiin. BHu3y cnpaBa HaxaTb KHONIKY «Add».

12. B mpensiayineM OKHE cjeBa MOSBATCS BblOpaHHble pedepeHcHble oOpasipbl. Haiftu B

CIHCKE JIOKYC, KOTOPBIIf HEOOXOAMMO peIaKTHPOBaTh, BHU3Y BhIOpaTh oOpazer [1KO.

13. B oTkpbIBLIEMCSI OKHE OTKJIFOUUTH BCE KaHAJbI, KpOME peJakTHpyeMoro. BHu3y HaxxaTe Ha
TOPU30HTANIBHYIO JIMHUIO JMANa3oHa JIOKyca JUIs OTOOpa)KeHHs TpaHMIl JIOKyca. Pacimmpursb
IpaHUIIBI JTOKYCa M CABHUHYTH OMHBI JIOKYCa, TPHU 3TOM JIMANa30H IPOMEKYTKOB MEXKTy aJlJIeIIIMU

JIOJKEH OBITH COXPaHECH.

14. TIpoBeputs, uto BceM nukam [1KO OblIM MprCBOSHBI BEpHBIE 3HAYECHUSL.
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0 | oo e WLEsE e sEEn

15. Ilocne HacTpoMKK 3HAYEHUH JIOKYyCca Ha)KaTh KHOIIKY «Apply».

16. TloBTOpHUTH ACHCTBUS CO BCEMU JIOKyCaMH, KOTOPBIM ObUTH HEBEPHO MPUCBOCHBI aJlICIIbHBIC
COCTOSIHHSL.

17. Haxatb kHONIKY «OK».

6.2.5. AHaJM3 OTPULIATEJBHOI0 KOHTPOJILHOT0 oOpa3ua (OKO)
1. OtkpsiTh 06pazer; OKO.
2. YOenuThCs, 4TO B TUAMa30HE BBIX0/IA LENEBbIX (PparMEeHTOB OTCYTCTBYIOT KaKUe-TH00 MUKH,
KpOMe€ ITMKOB pa3MEpPHOI0 CTaHAapTa.

6.2.6. Anaau3 oOpasua
1.  OtkpsITh OOpa3zel.
2. B BepxHeM MeHI0 BHIOpaTh aHAIU3UPYEMBIN KaHa.
3. YOenuthcs, 4TO BCEM MHUKAM aHAJIU3UPYEMOTo oOpaslia Mo JaHHOMY KaHally MPUCBOEHO
BEpHOE 3HAYEHUE aJIeTIsl.
4. TloBTOpUTH AEHCTBUE CO BCEMU KaHAJIAMH.
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7. AHTEPIIPETALIUA PE3YJIBTATOB

AnenbHBIN CTaTyC UCCIEAYyEeMOro o0pasiia OLEHUBAETCS 110 KaXA0MY JIOKYCy OoTaenbHo. [Ipu
aHaJIM3€e KaXIOTO JIOKyca HeOOXOIMMO YUUTHIBATh CIEAYIONINE TYHKTHI:

— B mnpenenax omHOro joKyca BO3MOMKHO [Ba BapHUaHTa aUIEIbHOTO COCTOSHUS:
TOMO3UTOTHBIN — OJMH MUK B JIOKYCE, T€TEPO3UTOTHBIN — /IBa MHKAa B JIOKYCE.

[ HAUT2T ]
125 130 135 140

150
I'ereposuroTnsiii reHotun 150/154 amnens B mokyce HAUT27

J"“W__—;
I'omozurotusiil renotun 150 anmnens B mokyce ETH225

— Jlokycel, ucnonszyembie B HaOope GeneProfile Cattle L, nunykieoTuaHsl: amienu
JIOKyca OTJIMYAIOTCS Ha JIBAa HyKJIeOoTHaa. BeiencTBre 3Toro Aist K0 alljielid XapaKTepHBI
BBICOKME  CTaTTepbl  —  MNPOAYKTHl  aMIUIMUKALKUK,  KOTOpble  OOYCIIOBJIEHBI
(IPOCKAJIB3BIBAHUEM) TMMOJIMMCPA3bl IIPU aMHJ'II/I(l)I/IKaLII/II/I MUKPOCATTCIIUTHBIX YYAaCTKOB. P asMep
CTaTTCpa 6yZ[€T OTJIMYAThCA OT pasMCcpa HCJICBOTIO aJlIC/IsI Ha JABa HYKJICOTHAA. VPOBCHL CUrHalia
crarrepa o0br4HO He mpeBbimaeT 50 —70 % ammens.

— Ecnm B okyce ajuienu OTIUYAIOTCS HAa OJUH MOBTOP (2 HYKIJIEOTH[IA), CTAaTTep Oosee

JUIMHHOTO aJUIeJIsl HAKJIaJbIBAETCS Ha IEJIEBON MUK KOPOTKOTO aJJIeIsl, TEM CaMbIM YBEIUYHBAs
YPOBEHb €0 CUTHAJIA.

7S] )

I'erepo3uroThsiii renotuna B 1okyce TGLA126 ¢ HanoxxenueM crarrepa ayenu 117 Ha
ayens 115

Jnst maeHTUUKAIMU KUBOTHOTO HEOOXOJAMMO CPAaBHHUTH €T0 3asBICHHBIM TEHOTHIT C

TCHOTHUIIOM, ITOJTYYCHHLBIM B XOAC HUCCJICIOBAHUS. AnnenpHOE COCTOSHHE I10 KaXXIOMY JIOKYCY
HE JOJIX)KHO OTJIMYAaThCs:
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SCNHTOA Gene Profile Cattle L

T'enotum,
3asiBJIeHHBI | TOJYy4YeHHbIH
Jlokyc
TeHOTHIT B Xo/1e
HCCJIeI0BAHNSA

TGLA227 | 89/97 89/97
BM2113 | 133/139 133/139
TGLAS53 | 160 160

ETHI10 213/221 213/221
CSRM60 | 100/102 100/102
SPS115 248/254 248/254
TGLA122 | 143/147 143/147
BMI1818 | 266/268 266/268
HAUT27 | 142/154 142/154
CSSMo66 | 187/189 187/189
BM1824 | 180 180

ETH3 119/125 119/125
TGLA126 | 115/117 115/117
ETH225 140/146 140/146
INRAO023 | 206 206
ILSTS006 | 288/290 288/290

Ecmu xots ObI B OIHOM M3 JIOKYCOB aJlJICJIbHOC COCTOSAHHC OTIMYACTCA — 3TO APYroe
KHUBOTHOC!

T'enotum,
3asiBJICHHBI | TOJy4YeHHBIH
Jlokyc
TeHOTHI B Xo/1e
HcCJIeJ0BAHNSA

TGLA227 | 89/97 75/97
BM2113 | 133/139 133/139
TGLAS3 | 160 160

ETH10 2137221 213/221
CSRM60 | 100/102 100/102
SPS115 248/254 248/254
TGLA122 | 143/147 143/147
BM1818 | 266/268 266/268
HAUT27 | 142/154 142/154
CSSMo66 | 187/189 187/189
BM1824 | 180 180

ETH3 119/125 119/125
TGLAI126 | 115/117 115/117
ETH225 140/146 140/146
INRAO23 | 206 206
ILSTS006 | 288/290 288/290

JIJist MOATBEP KICHUS UM ONIPOBEPIKEHUS POJICTBA CPABHUBAIOT T€HOTHUIIBI )KUBOTHBIX.

Ecnu B kKa)K0M JIOKyCe TeHOTHIIA *KMBOTHOTO 1 o7Ha 13 ayieneit o0masi ¢ J)KUBOTHBIM 2,
pe3yNbTAT UCCIICOBAHUIA CBHJICTEIIBCTBYET O TOM, YTO MEKIY *KMBOTHBIM 1 M KMBOTHBIM 2
POJICTBO MOATBEPKACHO (POIUTENH/TEICHOK):
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SCUNHTOA

Kusotnoe 1, | ’KuBoTHoe 2,
Jlokyc ajieJibHOe ajljieJibHOe
COCTOSIHUE COCTOSIHHE

TGLA227 | 89/97 75/89
BM2113 | 133/139 139
TGLA53 | 160 154/160
ETH10 213/221 213/225
CSRM60 | 100/102 100/112
SPS115 248/254 254/262
TGLA122 | 143/147 137/147
BM1818 | 266/268 256/266
HAUT27 | 142/154 154
CSSM66 | 187/189 181/187
BM1824 | 180 180/190
ETH3 119/125 119
TGLA126 | 115/117 117/125
ETH225 140/146 140/158
INRAO023 | 206 198/206
ILSTS006 | 288/290 290/302

Gene Profile Cattle L

Ecnm xoTrss Obl B OOHOM W3 JIOKYCOB HET OOINEH ajienu, pe3yiabTaT HCCIEIO0BaHUN
CBUJIETEIBCTBYET O TOM, UTO MEX/Y KHUBOTHBIM 1 1 s)KHBOTHBIM 2 POJICTBO HE MOJTBEPKACHO:

KuBotHoe 1,

KusotHoe 2,

Jlokyc aJlIeIbHOE aJVIeJIbHOe
COCTOsSIHHE COCTOsIHUE

TGLA227 | 89/97 75/89
BM2113 | 133/139 139
TGLAS53 | 160 154/160
ETHI10 213/221 213/225
CSRM60 | 100/102 106/112
SPS115 248/254 254/262
TGLA122 | 143/147 137/147
BM1818 | 266/268 256/266
HAUT27 | 142/154 154
CSSMo66 | 187/189 181/187
BM1824 | 180 180/190
ETH3 119/125 119
TGLA126 | 115/117 117/125
ETH225 | 140/146 140/158
INRAO23 | 206 198/206
ILSTS006 | 288/290 290/302

Pexitamariuu Ha HaOOp PEaKTHBOB HAMPABJIATH 110 aapecy: 127434 r. Mocksa, yi1. TumupsizeBckas, 42,
ten. (495) 977-74-55, syntol@syntol.ru
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